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Average G-factor for the residue (the higher the value the more favourable the conformations) based on analysis of high-res. Xstal structures

Circular Variance (low values signify high clustering of the data points).
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PROCHECK-NMR

Ensemble chil-chi2
ZR18 R3 em bcr3 (10 models)**

plots
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cv = Circular Variance (low vaues signify high clustering of the data points).
Gf = Average G-factor for the residue (the higher the value the more favourable the conformations) based on analysis of high-res. Xstal structures
Data points coloured according to G-factor:

Chi-1 (degrees)

*

Unfavourable

Accessible

® Buried

ov0.288(W(¥) v 0097 D® v 0200® % ov 0.258 (™ %
AILEGL cfosso AASP64 oo ALYSES cfosso  AGLUGE Gf 0810
T T = [ T T T T
[ [ | | [ [ [ [
SW-**T***T*******T*****ﬁ*”*r***T***#*”*‘****T*****
| | | | | | | |
240+ : | | : | | : | I : I I
‘ | | ‘ | | ‘ | | ‘ | [
I e e i e B . I - B
[ [ [ [ [ | [ |
120- : | | : | | : | | : | |
| | | | | | | |
[ [ [ [
604+ - - — — — O O R T NN
: | | : | | : | | : 8 |
| | ng‘ | | | | |
v 0.000 (D % v 0.406 ( % 0571 ¥ ov0.001 (D %
—~ A ASN 67 cf 1140 AASNT0 cfoo0 ATRP71 cfozod AGLUT2 Gf 1230
§ ;o= " | | | |
300+ - - - - - Fe===g=gp====-= B - -@- -~~~ — Fe===S=gp===== F===5=9
— ‘ | | ‘ | @ | | ‘ | |
8)240- : | | : | | ‘ | | : | |
| | | | | | | |
© 180-——:————+———4————:————+———4————:————+———4————:————+—————
~—r ‘ [ [ ‘ [ [ ‘ [ ‘ [ \
1204 | | | | | @ | |
N | | | | | | | | | |
e 60 [ T SR T S T T e e
e | | | t@ | ‘ | | ‘ | |
O ! ! ! ! ! ! !
0375 ¥ v 0175® % w0111 % v 0279(W %
A LEU 75 cioung ALYS77 cfo7ag A GLUT9 cf 1150 A PHES82 Gf 0.10 O
T T T T T T T T
[ [ [ [ [ [ [ |
oo R I . A R S A R A B
240+ : | | : | | : | | : | |
| | | [ | | | |
R _ T s [ I s
oS e I i E Ut A
1204 | | | ‘ | | ‘ | | ‘ | |
| | | | | | | =
0 SO B CO I S J IS S S I S
| | | | | | | |
‘ ‘ ‘ ‘ ‘ ‘ ——t—— ——
0 60 120 180 240 300 O 60 120 180 240 300 360

ZR18 R3 em bcr3_09_enschlch2.ps

** Selected residues only




