ZR18_R3_em_bcr3_02_allramach.ps ** Selected residues only

Page 1

PROCHECK-NMR

Ramachandran plots for all residue types

ZR18_R3_em_bcr3 (10 models)**

-180 -90 0 90 180

-90

0

90

180

Phi

Psi

958102 63 6432108451 7 9 1

Ala (20)

-180 -90 0 90 180

-90

0

90

180

Phi

Arg (-)

-180 -90 0 90 180

-90

0

90

180

Phi

16 527610384 157 9 8410 32

8 2 6

3

9

4 10 95 7 1

Asn (30)

-180 -90 0 90 180

-90

0

90

180

Phi

Psi

12 10 37 569 8 4

5 4 7962 10

8

8

10

3

7

5 1

6

7

2

4316

4

982

9

10

3 1 5

Asp (40)

-180 -90 0 90 180

-90

0

90

180

Phi

Cys (-)

-180 -90 0 90 180

-90

0

90

180

Phi

5 2 6 481097 13

Gln (10)

-180 -90 0 90 180

-90

0

90

180

Phi

Psi

584 12710 6 93 618 79 2

3

10

126548

4

9710

461083

35

2

5 1

9 A 66 7 A 66

Glu (40)

-180 -90 0 90 180

-90

0

90

180

Phi

57 10 896243

Gly (10)

-180 -90 0 90 180

-90

0

90

180

Phi

5 9 3 47 10 16 2 8 His (10)

Numbers of residues are shown in brackets. Those in unfavourable conformations (score < -3.00) are labelled. Shading shows favourable conformations as obtained from an analysis of 163 structures at resolution 2.0A or better. Model numbers shown inside each data point.

ZR18_R3_em_bcr3_02_allramach.ps ** Selected residues only

Page 2

PROCHECK-NMR

Ramachandran plots for all residue types

ZR18_R3_em_bcr3 (10 models)**

-180 -90 0 90 180

-90

0

90

180

Phi

Psi

9154 3210678

21017975 53310

2106

38 7 1 642 5 9810 64

798 5

1 9 2 8 6

3

4

4

Ile (50)

-180 -90 0 90 180

-90

0

90

180

Phi

421093 7 18657

4 151063 289

Leu (20)

-180 -90 0 90 180

-90

0

90

180

Phi

253 496 7836 710 1 81

7

5

3

2

10 9 2

4 9

4 15

10

1 5

6

9 3

2

8 64 10

7

8 Lys (40)

-180 -90 0 90 180

-90

0

90

180

Phi

Psi

32 61 10 9 7

5 8

4

3 142 5 8 69 710

Met (20)

-180 -90 0 90 180

-90

0

90

180

Phi

86 951 4

583

103

57 427 96 10

7 5 2

1 10 13

82 610

2

3

6 94 8

1 9 4

7 A 82

Phe (40)

-180 -90 0 90 180

-90

0

90

180

Phi

3642597108

39518710 46

1

2 Pro (20)

-180 -90 0 90 180

-90

0

90

180

Phi

Psi

14692 2 718 9 105 462 9 4 37

13710 5 6 3 5 10 8 8 Ser (30)

-180 -90 0 90 180

-90

0

90

180

Phi

71 83 425 210 410 8 7 93 58 6 101

69 7

9

4 5

4107 17

3

36234

2

1

69

8

1

10 89 6 5

2

5

Thr (50)

-180 -90 0 90 180

-90

0

90

180

Phi

1 84261097

3 5

Trp (10)

Numbers of residues are shown in brackets. Those in unfavourable conformations (score < -3.00) are labelled. Shading shows favourable conformations as obtained from an analysis of 163 structures at resolution 2.0A or better. Model numbers shown inside each data point.

ZR18_R3_em_bcr3_02_allramach.ps ** Selected residues only

Page 3

PROCHECK-NMR

Ramachandran plots for all residue types

ZR18_R3_em_bcr3 (10 models)**

-180 -90 0 90 180

-90

0

90

180

Phi

Psi

468 52 1093 1 7 Tyr (10)

-180 -90 0 90 180

-90

0

90

180

Phi

93827 191 43786 24 587

422

51

376108 9 4 1

9 6 10

5 6 1107843 10

106

6 5 7 92

35 2

95 1

410

3 A 57

8 A 57

Val (60)

Numbers of residues are shown in brackets. Those in unfavourable conformations (score < -3.00) are labelled. Shading shows favourable conformations as obtained from an analysis of 163 structures at resolution 2.0A or better. Model numbers shown inside each data point.