ZR18_R3Cons_em_bcr3_02_allramach.ps ** Selected residues only

Page 1

PROCHECK-NMR

Ramachandran plots for all residue types

ZR18_R3Cons_em_bcr3 (10 models)**

-180 -90 0 90 180

-90

0

90

180

Phi

Psi

734159610 4 28 125961078 3

Ala (20)

-180 -90 0 90 180

-90

0

90

180

Phi

Arg (-)

-180 -90 0 90 180

-90

0

90

180

Phi

36422384105 7110 86 79 195

8462310 751 9 Asn (30)

-180 -90 0 90 180

-90

0

90

180

Phi

Psi

21543761098

57 8142

8

7 6 1 8 10 9 10 3 4 26 3

59310 12

9

76 4

5 Asp (40)

-180 -90 0 90 180

-90

0

90

180

Phi

Cys (-)

-180 -90 0 90 180

-90

0

90

180

Phi

3 4 618 7

109 2 5 Gln (10)

-180 -90 0 90 180

-90

0

90

180

Phi

Psi

93119225681075

38674104

1528 8 4106397

42103 6 1 A 66

7 A 66 9 A 66 5 A 66

Glu (40)

-180 -90 0 90 180

-90

0

90

180

Phi

18 9 102 6 7 345

Gly (10)

-180 -90 0 90 180

-90

0

90

180

Phi

84539 10 1 6 7 2 His (10)

Numbers of residues are shown in brackets. Those in unfavourable conformations (score < -3.00) are labelled. Shading shows favourable conformations as obtained from an analysis of 163 structures at resolution 2.0A or better. Model numbers shown inside each data point.

ZR18_R3Cons_em_bcr3_02_allramach.ps ** Selected residues only

Page 2

PROCHECK-NMR

Ramachandran plots for all residue types

ZR18_R3Cons_em_bcr3 (10 models)**

-180 -90 0 90 180

-90

0

90

180

Phi

Psi

7 71854632910

82105 79513 14

8591021

104869 6

2397

214853710

364

6 Ile (50)

-180 -90 0 90 180

-90

0

90

180

Phi

710 315824974319

8652 610

Leu (20)

-180 -90 0 90 180

-90

0

90

180

Phi

4

64239871510

71014568923

9 82101 5437 6 8 1 3 526

9 710

A 65

Lys (40)

-180 -90 0 90 180

-90

0

90

180

Phi

Psi

32 9 58 147 106

3 1 4 2 58 6 9 7 10

Met (20)

-180 -90 0 90 180

-90

0

90

180

Phi

7310

5 158629

5

10

811074

4

1106 3 6 92 7 4 598

2

23

9

8 3 146 7 A 82

Phe (40)

-180 -90 0 90 180

-90

0

90

180

Phi

5

9152610784

3142108697

3 Pro (20)

-180 -90 0 90 180

-90

0

90

180

Phi

Psi

12 76 1034 5 9 1 10 4 6 28 62 147853910 9 3

7 5 8 Ser (30)

-180 -90 0 90 180

-90

0

90

180

Phi

38926110 6 54 7 110 9 5710 3 461832 458

813549710

7

16 8

9

10 62

2

4759

2

3

Thr (50)

-180 -90 0 90 180

-90

0

90

180

Phi

571 10392684

Trp (10)

Numbers of residues are shown in brackets. Those in unfavourable conformations (score < -3.00) are labelled. Shading shows favourable conformations as obtained from an analysis of 163 structures at resolution 2.0A or better. Model numbers shown inside each data point.

ZR18_R3Cons_em_bcr3_02_allramach.ps ** Selected residues only

Page 3

PROCHECK-NMR

Ramachandran plots for all residue types

ZR18_R3Cons_em_bcr3 (10 models)**

-180 -90 0 90 180

-90

0

90

180

Phi

Psi

52749 8136 10 Tyr (10)

-180 -90 0 90 180

-90

0

90

180

Phi

1028 51324536969773129785106

3106 29

10

8

81

38946

1475

4

251 9631810457 2 10 7 Val (60)

Numbers of residues are shown in brackets. Those in unfavourable conformations (score < -3.00) are labelled. Shading shows favourable conformations as obtained from an analysis of 163 structures at resolution 2.0A or better. Model numbers shown inside each data point.