ZR18_NMR_em_bcr3_02_allramach.ps ** Selected residues only

Page 1

PROCHECK-NMR

Ramachandran plots for all residue types

ZR18_NMR_em_bcr3 (10 models)**

-180 -90 0 90 180

-90

0

90

180

Phi

Psi

3145651210369 78 287910 4

Ala (20)

-180 -90 0 90 180

-90

0

90

180

Phi

Arg (-)

-180 -90 0 90 180

-90

0

90

180

Phi

674285391018 6 294

2 10 9

1

15

54

10

3 68 7

7 3 A 67

Asn (30)

-180 -90 0 90 180

-90

0

90

180

Phi

Psi

3 1791086245

9 5 2 7

5

8126 3 10 18 4

3

1067

1

493

4 10

5

976 82

Asp (40)

-180 -90 0 90 180

-90

0

90

180

Phi

Cys (-)

-180 -90 0 90 180

-90

0

90

180

Phi

10 945 32 7

16 8

A 38Gln (10)

-180 -90 0 90 180

-90

0

90

180

Phi

Psi

23101876945

371846

94251 9

92105

27 51 68 43

10

10

3

7 A 66_6

A 66 8 A 66

Glu (40)

-180 -90 0 90 180

-90

0

90

180

Phi

7 9 2 61 3

58 4 10

A 50

Gly (10)

-180 -90 0 90 180

-90

0

90

180

Phi

8 3125476910

His (10)

Numbers of residues are shown in brackets. Those in unfavourable conformations (score < -3.00) are labelled. Shading shows favourable conformations as obtained from an analysis of 163 structures at resolution 2.0A or better. Model numbers shown inside each data point.

ZR18_NMR_em_bcr3_02_allramach.ps ** Selected residues only

Page 2

PROCHECK-NMR

Ramachandran plots for all residue types

ZR18_NMR_em_bcr3 (10 models)**

-180 -90 0 90 180

-90

0

90

180

Phi

Psi

3

2 89 5 3189

81016

1045173 67 742

749 254

2461 5

152610

10839

3 7 8

6

9

10 Ile (50)

-180 -90 0 90 180

-90

0

90

180

Phi

142586103 198672 9 34105 7

Leu (20)

-180 -90 0 90 180

-90

0

90

180

Phi

417956 97 32810

101326845

4 8 192 357 3 6 7 910

10451

A 65 8 A 65 2 A 65_6A 65

Lys (40)

-180 -90 0 90 180

-90

0

90

180

Phi

Psi

1 5 2 84 6 73910

3 14 2 5

8

69 7 10

Met (20)

-180 -90 0 90 180

-90

0

90

180

Phi

3 4751610982

5142 3 8 9

3

5

67

7 10

237610419

9

6

8

451 82 A 82 10 A 82

Phe (40)

-180 -90 0 90 180

-90

0

90

180

Phi

74359210

83167

186

954210

Pro (20)

-180 -90 0 90 180

-90

0

90

180

Phi

Psi

4 6102 83 2 957 31018576

1

4

6

3

9

7849510

1

2

Ser (30)

-180 -90 0 90 180

-90

0

90

180

Phi

317 109 6 2184 48 9 537 6 6

510

10

816

54

1

83

493 9326810574

9

7

510271 2

2 A 32

Thr (50)

-180 -90 0 90 180

-90

0

90

180

Phi

37 9268514 10

Trp (10)

Numbers of residues are shown in brackets. Those in unfavourable conformations (score < -3.00) are labelled. Shading shows favourable conformations as obtained from an analysis of 163 structures at resolution 2.0A or better. Model numbers shown inside each data point.

ZR18_NMR_em_bcr3_02_allramach.ps ** Selected residues only

Page 3

PROCHECK-NMR

Ramachandran plots for all residue types

ZR18_NMR_em_bcr3 (10 models)**

-180 -90 0 90 180

-90

0

90

180

Phi

Psi

8 3 2 5 9107 64 1

Tyr (10)

-180 -90 0 90 180

-90

0

90

180

Phi

371 106 3 764 92

1932

4985

10

101859

6 756 2

8

58714 9 8

3461075 2

103

2

7 4

48 9 A 57_1A 57^{10}

A 57 6 A 57 5 3 A 57_2

A 57 Val (60)

Numbers of residues are shown in brackets. Those in unfavourable conformations (score < -3.00) are labelled. Shading shows favourable conformations as obtained from an analysis of 163 structures at resolution 2.0A or better. Model numbers shown inside each data point.