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Model secondary structures
UUR17A_NMR_em bcr3 (20 models)**

Model 1.

A -u)—mm)
6 15 20 25 30 3B 40 45 50 55 65
NEDFKKIVNNIRLKDTFDFKLAAFPNQNYDQLLPSQIYKNYYQGIEIQQH ELDIKIIN
Model 2.

NVZN/\, — = mmm) =SS S\, E ) SR —
6 15 20 25 30 3B 40 45 50 55 65

NEDFKKIVNNIRLKDTFDFKLAAFPNQNYDQLLPSQIYKNYYQGIEIQQH ELDIKIIN

Model 3.
VZNZ\.—— 5w =S —\/ S
6 15 20 25 30 35 40 45 50 55 65

NEDFKKIVNNIRLKDTFDFKLAAFPNQNYDQLLPSQIYKNYYQGIEIQQH ELDIKIIN

Model 4.
AN\, —— =)=\~ -\ ) i s) —mm)
6 15 20 25 30 35 40 45 50 55 65

NEDFKKIVNNIRLKDTFDFKLAAFPNQNYDQLLPSQIYKNYYQGIEIQQH ELDIKIIN

Model 5.
NN\~ — mmm) =S\~ ) SR n) —mm)
6 15 20 25 30 35 40 45 50 55 65

NEDFKK|IVNNIRLKDTFDFKLAAFPNQNYDQLLPSQIYKNYYQGIEIQQH ELDIKIIN

Model 6.

AVZN/\.— )= =\ e SR m—
6 5% 20 25 30 3 40 45 50 55 65
NEDFKKIVNNIRLKDTFDFKLAAFPNQNYDQLLPSQIYKNYYQGIEIQQH ELDIKIIN
Model 7.

AN /NN— 5w S —\/T o ) Si - 5) —mm)
6 5% 20 25 30 3 40 45 50 55 65

NEDFKKIVNNIRLKDTFDFKLAAFPNQNYDQLLPSQIYKNYYQGIEIQQH ELDIKIIN

UUR17A_NMR_em bcr3 11 modelsecs.ps ** Selected residues only
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UUR17A_NMR_em bcr3 (20 models)**

Model 1.

68 80 85 90 o5 100 105

FLY DFGSANKNGTLKLSLMLTDKKNNQVYYKLLEVSGF SNPYL
Modd 2.

i A e mm—

68 80 85 90 95 100 105

FLY DFGSANKNGTLKLSLMLTDKKNNQVYYKLLEVSGF SNPYL

Model 3.

68 80 85 90 95 100 105

FLY DFGSANKNGTLKLSLMLTDKKNNQVYYKLLEVSGF SNPYL
Modd 4.

A e mr—

68 80 85 90 95 100 105

FLY DFGSANKNGTLKLSLMLTDKKNNQVYYKLLEVSGF SNPYL

Model 5.

63 80 85 90 9 100 105

FLY DFGSANKNGTLKLSLMLTDKKNNQVYYKLLEVSGF SNPYL
Model 6.

) — <\ - e— e — 2
68 80 85 90 95 100 105

FLY DFGSANKNGTLKLSLMLTDKKNNQVYYKLLEVSGF SNPYL
Modd 7.

)\, — — e —) SR
68 80 85 90 95 100 105

FLY DFGSANKNGTLKLSLMLTDKKNNQVYYKLLEVSGF SNPYL

UUR17A_NMR_em bcr3 11 modelsecs.ps

** Selected residues only
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UUR17A_NMR_em bcr3 (20 models)**

Model 8.

6 5 20 25 30 3 40 45 50 55 65
NEDFKK|VNNIRLKDTFDFKLAAFPNQNYDQLLPSQIYKNYYQGIEIQQH ELDIKIIN
Model 9.

6 5 20 25 30 35 40 45 50 55 65
NEDFKK|VNNIRLKDTFDFKLAAFPNQNYDQLLPSQIYKNYYQGIEIQQH ELDIKIIN
Model 10.

6 5% 20 25 30 3 40 45 50 55 65
NEDFKK|IVNNIRLKDTFDFKLAAFPNQNYDQLLPSQIYKNYYQGIEIQQH ELDIKIIN
Model 11.

6 5% 20 25 30 3 40 45 50 55 65
NEDFKKIVNNIRLKDTFDFKLAAFPNQNYDQLLPSQIYKNYYQGIEIQQH ELDIKIIN

Model 12.

6 15 20 25 30 35 40 45 50 55

f

NEDFKKIVNNIRLKDTFDFKLAAFPNQNYDQLLPSQIYKNYYQGIEIQQH

ELDIKI IN

I

Model 13.
6 5% 20 25 30 3 40 45 50 55
NEDFKKIVNNIRLKDTFDFKLAAFPNQNYDQLLPSQIYKNYYQGI EIQQH
Model 14.
6 5% 20 25 30 3 40 45 50 55

ELDIKI IN

|

NEDFKKIVNNIRLKDTFDFKLAAFPNQNYDQLLPSQIYKNYYQGI EIQQH

ELDIKIIN

UUR17A_NMR_em bcr3 11 modelsecs.ps ** Selected residues only
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UUR17A_NMR_em bcr3 (20 models)**

Model 8.

68 80 85 90 95 100 105

FLY DFGSANKNGTLKLSLMLTDKKNNQVYYKLLEVSGF SNPYL
Mode 9.

68 80 85 90 95 100 105

FLY DFGSANKNGTLKLSLMLTDKKNNQVYYKLLEVSGF SNPYL
Model 10.

68 80 8 9 95 100 105

FLY DFGSANKNGTLKLSLMLTDKKNNQVYYKLLEVSGF SNPYL

Model 11.

68 80 85 90 95 100 105

FLY DFGSANKNGTLKLSLMLTDKKNNQVYYKLLEVSGF SNPYL
Model 12.

) A\ /" - E— e S— —

68 80 85 90 95 100 105

FLY DFGSANKNGTLKLSLMLTDKKNNQVYYKLLEVSGF SNPYL

Model 13.

68 80 85 90 95 100 105

FLY DFGSANKNGTLKLSLMLTDKKNNQVYYKLLEVSGF

Model 14.

68 80 85 90 95 100 105

SNPYL

FLY DFGSANKNGTLKLSLMLTDKKNNQVYYKLLEVSGF

SNPYL

UUR17A_NMR_em bcr3 11 modelsecs.ps

** Selected residues only
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UUR17A_NMR_em bcr3 (20 models)**

Model 15.

6 5 20 25 30 35 40 45 50 55 65
NEDFKK|VNNIRLKDTFDFKLAAFPNQNYDQLLPSQIYKNYYQGIEIQQH ELDIKIIN
Model 16.

6 5 20 25 30 35 40 45 50 55 65
NEDFKK|VNNIRLKDTFDFKLAAFPNQNYDQLLPSQIYKNYYQGIEIQQH ELDIKIIN
Model 17.

6 5% 20 25 30 3 40 45 50 55 65
NEDFKK|IVNNIRLKDTFDFKLAAFPNQNYDQLLPSQIYKNYYQGIEIQQH ELDIKIIN

Model 18.
6 15 20 25 30 35 40 45 50 55

!

NEDFKKIVNNIRLKDTFDFKLAAFPNQNYDQLLPSQIYKNYYQGIEIQQH

Model 19.

6 15 20 25 30 35 40 45 50 55

ELDIKI IN

I

NEDFKKIVNNIRLKDTFDFKLAAFPNQNYDQLLPSQIYKNYYQGIEIQQH

Model 20.
6 15 20 25 30 35 40 45 50 55

ELDIKI IN

I

NEDFKKIVNNIRLKDTFDFKLAAFPNQNYDQLLPSQIYKNYYQGI EIQQH

ELDIKI IN

UUR17A_NMR_em bcr3 11 modelsecs.ps ** Selected residues only
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UUR17A_NMR_em bcr3 (20 models)**

Model 15.

68 80 85 90 95 100 105

=

FLY DFGSANKNGTLKLSLMLTDKKNNQVYYKLLEVSGF SNPYL
Model 16.

68 80 8 9 9 100 105

FLY DFGSANKNGTLKLSLMLTDKKNNQVYYKLLEVSGF SNPYL
Model 17.

68 80 8 9 95 100 105

FLY DFGSANKNGTLKLSLMLTDKKNNQVYYKLLEVSGF SNPYL
Model 18.

68 80 85 90 95 100 105

FLY DFGSANKNGTLKLSLMLTDKKNNQVYYKLLEVSGF SNPYL

Model 19.

63 80 85 90 9 100 105

FLY DFGSANKNGTLKLSLMLTDKKNNQVYYKLLEVSGF

Model 20.

63 80 85 90 9% 100 105

SNPYL

FLY DFGSANKNGTLKLSLMLTDKKNNQVYYKLLEVSGF

SNPYL

UUR17A_NMR_em bcr3 11 modelsecs.ps

** Selected residues only




