STR70_R3Cons_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions STR70_R3Cons_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

5 10 15 20 A LEU 10 cv 0.134 A TRP 11 cv 0.012 A GLN 12 cv 0.000 A ARG 13 cv 0.070

5 10 15 20 A LEU 14 cv 0.177 A LEU 15 cv 0.153 A ARG 17 cv 0.363 A GLN 20 cv 0.235

5 10 15 20 A GLU 23 cv 0.130 A ASP 28 cv 0.033 A ASP 29 cv 0.074 A TRP 30 cv 0.000

5 10 15 20 A ILE 31 cv 0.000 A LYS 32 cv 0.050 A ARG 33 cv 0.408 A ASP 36 cv 0.037

5 10 15 20 A ILE 39 cv 0.069 A LEU 40 cv 0.001 A LEU 41 cv 0.066 A ILE 58 cv 0.378

5 10 15 20 A GLU 60 cv 0.378 A LEU 61 cv 0.190 A LEU 62 cv 0.701 A ARG 63 cv 0.004

5 10 15 20 A GLU 64 cv 0.001 A PHE 65 cv 0.005 A GLN 67 cv 0.729 A PHE 68 cv 0.200

5 10 15 20 A ASP 69 cv 0.001 A TRP 70 cv 0.011 A GLN 71 cv 0.229 A GLU 78 cv 0.196

5 10 15 20 A GLN 79 cv 0.417 A GLU 81 cv 0.068 A ILE 83 cv 0.000 A ASP 85 cv 0.001

0 60 120 180 240 300 0 5 10 15 20 A ARG 86 cv 0.333

0 60 120 180 240 300

A PHE 87 cv 0.005

0 60 120 180 240 300

A ASN 88 cv 0.002

0 60 120 180 240 300 360

A LEU 96 cv 0.001

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

STR70_R3Cons_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions STR70_R3Cons_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 2

PROCHECK-NMR

5 10 15 20 A PHE 98 cv 0.598 A ASP 100 cv 0.054 A LYS 102 cv 0.140 A LEU 103 cv 0.001

5 10 15 20 A ARG 104 cv 0.159 A GLU 115 cv 0.473 A LEU 116 cv 0.078 A LEU 117 cv 0.302

5 10 15 20 A LEU 119 cv 0.249 A MET 120 cv 0.925 A ARG 121 cv 0.082

0 60 120 180 240 300 360

A ILE 123 cv 0.000

0 60 120 180 240 300 360 0 5 10 15 20 25 A ASP 125 _{cv 0.177}

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried