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cv = Circular Variance (low values signify high clustering of the data points).
Gf = Average G-factor for the residue (the higher the value the more favourable the conformations) based on analysis of high-res. Xstal structures
Data points coloured according to G-factor:

Unfavourable
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Chi-1 (degrees)

cv = Circular Variance (low values signify high clustering of the data points). ¥ Accessible & Buried
Gf = Average G-factor for the residue (the higher the value the more favourable the conformations) based on analysis of high-res. Xstal structures
Data points coloured according to G-factor: Unfavourable

STR70_ NMR_em bcr3 09 enschlch2.ps ** Selected residues only



PROCHECK-NMR

Ensemble chil-chi2 plots Poge 3
STR70 NMR_em bcr3 (20 models)**

0.049 0.519 0.325 0.001
A PHE 98 N00RDY A ASP100 YOSODE L Lysio X0 E A LEU 103 YOO
T T T T T T T T
| | | @ | | | |
300'**‘*777T77“T7777‘7777T777%7777‘7777T7777777‘7777T777777
‘ | Y | | @ ‘ | | ‘ | |
2404 ‘ | | ‘ | | ‘ | I ‘ I I
| | | | | | |
s Hl et el s B it~ 7%7”%"7*”7”
120 : | | : ! ! : ! @ : ! !
[ ® T e [ [ [ [
| | 7l | |
| | | | | 2] | | | | | | |
0.116 0.434 0.024 0.218
AARG104  S%0% ) GLu1s SO NE L EU 116 NOUDE A LEU 117 qo2is® %
T T T T T T T T
| | | | | | |
300"*‘****T***%”**‘****Tfff7777777T777‘T77777777T77@777
| | ‘ | | | | | | |
2404 ‘ | | ‘ | | ‘ | | ‘ | |
| | | | | | | |
[ = [ [ =
1804 - - - - - IR R g =a=db_L___ + - - —@-
S : | | | : @.\ : | |
glzo- ‘ [ [ ‘ [ [ ‘ | [ ‘ [ [
| | | | | | | |
o 60_77:7777L@,,‘47777:7777Lff7@47777:7777L77747777:7777L7,,J,,
= S0 (AN (SN (T SO O [ S
0.125 0.520 0.162 0.158

O ALEU19  SURET AMET120 ST nn T AARGI2L  YhmnC AILE1S  amos
T T T T T T T T
(q\| [ [ [ [ [ [ [ [

1 300-**‘****T-ﬂﬂ*”*r***T-*@ﬁ*”*r***T*‘*@T*”*‘****T***@**
b | | | | | | | |
e 2404 : | | : | | : | | : | |
O | ! ! ! a | ! ! | ! |

1801 ==t @e g o g o
120 : | | : | | : | | : | |
| | | | | | | |
60-77:7777477747777:777777747777:77774»77747777:77774777477
N N O S 0 S S O A
A ASP 195 v 0057 () % 0 60 120 180 240 300 360
Gf-0.73 0
360 : ]
| |
3004~~~ 1
| L] [
2404 ‘ I I
| |
1801+ -t ---+-----
| |
1201 | \ \
|
|
60-777777@777477
| |
0 ‘ | |

0 60 120 180 240 300 360

Chi-1 (degrees)

cv = Circular Variance (low values signify high clustering of the data points). ¥ Accessible @ Buried
Gf = Average G-factor for the residue (the higher the value the more favourable the conformations) based on analysis of high-res. Xstal structures
Data points coloured according to G-factor: Unfavourable
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