STR70_NMR_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions STR70_NMR_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

3 6 9 12 A LEU 10 cv 0.483 A TRP 11 cv 0.012 A GLN 12 cv 0.004 A ARG 13 cv 0.654

3 6 9 12 A LEU 14 cv 0.588 A LEU 15 cv 0.000 A ARG 17 cv 0.051 A GLN 20 cv 0.132

3 6 9 12 A GLU 23 cv 0.027 A ASP 28 cv 0.487 A ASP 29 cv 0.391 A TRP 30 cv 0.001

3 6 9 12 A ILE 31 cv 0.001 A LYS 32 cv 0.645 A ARG 33 cv 0.358 A ASP 36 cv 0.161

3 6 9 12 A ILE 39 cv 0.048 A LEU 40 cv 0.075 A LEU 41 cv 0.001 A ILE 58 cv 0.188

3 6 9 12 A GLU 60 cv 0.512 A LEU 61 cv 0.224 A LEU 62 cv 0.953 A ARG 63 cv 0.074

3 6 9 12 A GLU 64 cv 0.630 A PHE 65 cv 0.011 A GLN 67 cv 0.575 A PHE 68 cv 0.193

3 6 9 12 A ASP 69 cv 0.168 A TRP 70 cv 0.020 A GLN 71 cv 0.509 A GLU 78 cv 0.649

3 6 9 12 A GLN 79 cv 0.687 A GLU 81 cv 0.525 A ILE 83 cv 0.001 A ASP 85 cv 0.577

0 60 120 180 240 300 0 3 6 9 12 A ARG 86 cv 0.366

0 60 120 180 240 300

A PHE 87 cv 0.019

0 60 120 180 240 300

A ASN 88 cv 0.251

0 60 120 180 240 300 360

A LEU 96 cv 0.001

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

STR70_NMR_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions STR70_NMR_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 2

PROCHECK-NMR

3 6 9 12 A PHE 98 cv 0.100 A ASP 100 cv 0.458 A LYS 102 cv 0.358 A LEU 103 cv 0.001

3 6 9 12 A ARG 104 cv 0.169 A GLU 115 cv 0.518 A LEU 116 cv 0.005 A LEU 117 cv 0.496

3 6 9 12 A LEU 119 cv 0.079 A MET 120 cv 0.516 A ARG 121 cv 0.153

0 60 120 180 240 300 360

A ILE 123 cv 0.350

0 60 120 180 240 300 360 0 3 6 9 12 15 A ASP 125 _{cv 0.110}

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried