STR65_R3Cons_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions STR65_R3Cons_em_bcr3 (18 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

4 8 12 16 A ILE 12 cv 0.444 A GLU 13 cv 0.296 A LYS 14 cv 0.663 A LEU 16 cv 0.381

4 8 12 16 A ASP 17 cv 0.136 A PHE 18 cv 0.088 A ILE 19 cv 0.088 A MET 32 cv 0.671

4 8 12 16 A ASP 33 cv 0.101 A GLU 34 cv 0.005 A LYS 38 cv 0.002 A ILE 40 cv 0.000

4 8 12 16 A LEU 41 cv 0.497 A LYS 42 cv 0.004 A TYR 43 cv 0.002 A LEU 44 cv 0.001

4 8 12 16 A HIS 45 cv 0.470 A ASP 46 cv 0.000 A LEU 47 cv 0.001 A GLU 54 cv 0.074

4 8 12 16 A ARG 59 cv 0.364 A GLU 61 cv 0.325 A GLN 62 cv 0.002 A GLU 63 cv 0.590

4 8 12 16 A GLU 68 cv 0.087 A PHE 69 cv 0.061 A LYS 71 cv 0.001 A LYS 72 cv 0.003

4 8 12 16 A TRP 76 cv 0.001 A GLU 78 cv 0.000 A LYS 79 cv 0.072 A TYR 97 cv 0.001

4 8 12 16 A MET 98 cv 0.007 A GLN 99 cv 0.002 A GLU 100 cv 0.250 A GLN 101 cv 0.253

0 60 120 180 240 300 0 4 8 12 16 A LEU 102 cv 0.001

0 60 120 180 240 300

A LYS 103 cv 0.000

0 60 120 180 240 300

A GLU 104 cv 0.000

0 60 120 180 240 300 360

A LEU 105 cv 0.474

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

STR65_R3Cons_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions STR65_R3Cons_em_bcr3 (18 models)**

g- t g+

Page 2

PROCHECK-NMR

0 60 120 180 240 300 0 4 8 12 16 A LEU 107 cv 0.220

0 60 120 180 240 300 360

A GLU 108 cv 0.164

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried