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Residue properties
SSR10 R3 em bcr3 (20 models)**

a. Absolute deviation from mean Chi-1 value (excl. Pro)
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Numbers indicate models with highest deviation
c. RMS devs from mean coords: main-chain (black) and side-chain (grey)

3.0
; L...l.....n....l.l..u.lu....l....l..l...l...l......l......l.l .nl.l...lmﬂ diadis
6 15 20 25 30 35 40 45 55

d. Secondary structure & average estimated accessibility
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e. Sequence & average estimated accessibilities  # Accessble @ Buried
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f. Circular variances
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g. G-factors
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SSR10 _R3 em_bcr3 10 residprop.ps ** Selected residues only
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Residue properties e
SSR10 R3 em bcr3 (20 models)**

a. Absolute deviation from mean Chi-1 value (excl. Pro)
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Residue number
b. Absolute deviation from mean of omegatorsion
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Mean values indicated by circles i Dashed line corresponds to
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Numbers indicate models with highest deviation
¢. RMS devs from mean coords: main-chain (black) and side-chain (grey)
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d. Secondary structure & average estimated accessibility
Key:- < Hdix@ Betastrand —— Random coil ~ Accessibility shading: m Buried [] Accessble
e. Sequence & average estimated accessibilities  # Accessble @ Buried
VE  FHEEFEVSEVOVVOVE I E FERSVE L VWS VOV SOV S YOS EE ¥
SK  RSNNTEIPILWKSAWTLHVY NEKEVKKLKEDVRKLVIFAVNSL
f. Circular variances
Phi 00  OOOOOOOOOOOOOOOOODO  OOOOOOOOOOOOOOOOOOOOOOD
Psi 0JOIIN01010100]0/0]0/01010/0]0/0101010 00 I 10101010]0/0]0'0[00l00l0/0]0'0 0100010 1G)
chi1 o®  POOOOOD OOOG® OOXD®  AOAOOOAAIOOOOOBOAD OOP®
chi2 O O 0 00 008D @ d® Q0O OO®OAD O OO O @
Pis OO0  OOOOOOOOOOOOOOOOOD0  OOOOOOOOODOOOOOOOOOOODOOD
chitciz @& @ OO OO OO & &> COO® OOACB®D OO OO0 O &

g. G-factors
G B B98MCHECHBEESCHSEAC  BRRECHAEERECHERCHECoECE i
(o7 T o S o o o o o o o o e X4

69 80 85 90

105 110 115 120

SSR10 _R3 em_bcr3 10 residprop.ps

** Selected residues only




