SR213_NMR_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions SR213_NMR_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

3 6 9 12 A LEU 7 cv 0.353 A GLU 8 cv 0.664 A MET 9 cv 0.131 A GLU 11 cv 0.137

3 6 9 12 A GLN 12 cv 0.697 A MET 13 cv 0.063 A ILE 14 cv 0.133 A GLU 15 cv 0.325

3 6 9 12 A GLU 18 cv 0.322 A LYS 19 cv 0.618 A ASP 22 cv 0.352 A ARG 23 cv 0.556

3 6 9 12 A TYR 24 cv 0.105 A GLN 25 cv 0.381 A GLU 26 cv 0.613 A GLU 45 cv 0.536

3 6 9 12 A GLU 46 cv 0.467 A ASN 47 cv 0.682 A ASP 48 cv 0.292 A GLU 49 cv 0.329

3 6 9 12 A LEU 50 cv 0.003 A ARG 53 cv 0.220 A TRP 54 cv 0.001 A GLU 56 cv 0.334

3 6 9 12 A LEU 59 cv 0.000 A GLU 60 cv 0.001 A LEU 61 cv 0.681 A ILE 62 cv 0.000

3 6 9 12 A LYS 63 cv 0.641 A HIS 71 cv 0.413 A LYS 72 cv 0.252 A GLU 73 cv 0.419

3 6 9 12 A GLN 74 cv 0.389 A ILE 75 cv 0.347 A GLU 76 cv 0.291 A LYS 79 cv 0.186

0 60 120 180 240 300 0 3 6 9 12 A ASP 80 cv 0.265

0 60 120 180 240 300

A ASN 81 cv 0.243

0 60 120 180 240 300

A PHE 82 cv 0.006

0 60 120 180 240 300 360

A LEU 83 cv 0.077

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

SR213_NMR_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions SR213_NMR_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 2

PROCHECK-NMR

3 6 9 12 A GLU 84 cv 0.875 A LEU 85 cv 0.003 A LEU 87 cv 0.000 A GLN 88 cv 0.485

3 6 9 12 A TYR 90 cv 0.016 A HIS 92 cv 0.195 A HIS 93 cv 0.376 A LYS 97 cv 0.412

3 6 9 12 A ARG 98 cv 0.509 A PHE 99 cv 0.398 A LYS 100 cv 0.622 A ASP 101 cv 0.747

3 6 9 12 A ILE 102 cv 0.001 A GLU 104 cv 0.476 A LEU 107 cv 0.341 A TYR 108 cv 0.110

3 6 9 12 A LEU 110 cv 0.001 A HIS 111 cv 0.228 A LYS 114 cv 0.376 A ASP 115 cv 0.421

3 6 9 12 A GLU 116 cv 0.548

0 60 120 180 240 300

A ILE 117 cv 0.001

0 60 120 180 240 300

A ARG 119 cv 0.339

0 60 120 180 240 300 360

A GLU 120 cv 0.734

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried