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Residue properties
SGR42 NMR_em bcr3 (20 models)**

a. Absolute deviation from mean Chi-1 value (excl. Pro)

5 100
g 80
g 60 14 18 19 -
%] x 15 9 % x
| 404 3745”35 777777 ML= oy=ma=s N URRES S S 9 777777777777777777777 i**]ﬂ:f*sfjifiﬂfflé 7777777777777777
< 204* §13 isgls %14>< ® % gé% .y Juxoy! él&)>< ¥
: LT TR AR A N T
3 10 15 50 55
Residue number
. b. Absolute deviation from mean of omegatorsion
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Numbers indicate models with highest deviation
c. RMS devs from mean coords: main-chain (black) and side-chain (grey)
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d. Secondary structure & average estimated accessibility
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e. Sequence & average estimated accessibilities  # Accessble @ Buried
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f. Circular variances

P OOOOOOOOOOOOOOOD  OOOOOOOD  OOOOOD  AOOOOOODOOOODOODOD
Ps OOOOOOOOOODOEOOOD  OOOOOOOD  DOOODD  OOOOODOODOODODD
chiv ® 000O0BOAOOOOD OO AOAOO @ 000 OAOOOOODOOABO® O
chi2 @ O &0 D 3 @A O 00 0O O OB
Mg OOOOOOOOOOODOOOO0 OOOOOOOD OOOOOD  OOOOOOOOOOODDOD
chivch2 O 08 D @ O 00 0O 0D AO®
g. G-factors
Phi-psi . OooooogEoRO O onm O omg [ O Om -0.61
G, EOOSCOSECHCRECER  AESREERS  EeEcgy  BREECCMARCEAgem i
Overall OOOAOOORAOOORORAN  OOAOO0ED OFEOC0 OEEOCQCOAO00FCOOEE 0036
3 10 15 25 35 45 50 55

SGR42 NMR_em bcer3 10 residprop.ps ** Selected residues only



