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Model secondary structures
SGR145 R3 em bcr3 (20 models)**

Model 1.

N7 =B N\, ) SN AN /NCE— m—)
21 30 35 50 55 60 65 70 75 80

LVSVANQI PQGKILCL RNACFLASLGYEVTAVDQSSVGLAKAKQLAQEKGVKITTVQ

Model 2.
S = I N\~ ) BN/ A\ /NS )
21 30 35 50 55 60 65 70 75 80

LVSVANQI PQGKILCL RNACFLASLGYEVTAVDQSSVGLAKAKQLAQEKGVKITTVQ

Model 3.
7\ /" = m—)
21 30 35 50 55 60 65 70 75 80

LVSVANQI PQGKILCL RNACFLASLGYEVTAVDQSSVGLAKAKQLAQEKGVKITTVQ

Model 4.
S/ S -
21 30 35 50 55 60 65 70 75 80

LVSVANQI PQGKILCL RNACFLASLGYEVTAVDQSSVGLAKAKQLAQEKGVKITTVQ

Model 5.
S\~ ) [ N\ ) SSVZN AN/NCE— m—)
21 30 35 50 55 60 65 70 75 80

LVSVANQI PQGKILCL RNACFLASLGYEVTAVDQSSVGLAKAKQLAQEKGVKITTVQ

Model 6.
A e d
21 30 35 50 5 60 65 70 75 80
LVSVANQI PQGKILCL RNACFLASLGYEVTAVDQSSVGLAKAKQLAQEKGVKITTVQ
Model 7.
A= mm) [l N\ — e SN /NN S
21 30 35 50 5 60 65 70 75 80

LVSVANQI PQGKILCL RNACFLASLGYEVTAVDQSSVGLAKAKQLAQEKGVKITTVQ

SGR145 R3 em bcr3 11 modelsecs.ps ** Selected residues only
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Model secondary structures
SGR145 R3 em bcr3 (20 models)**

Model 1.
||

a4

84 9 95 100 105 110 115 120 125 130 135 147

NLADFDIVADAWEGIVSIFCHLPSSLRQQLYPKVYQGLKPGGVFILEGFAPEQLQY LD

Model 2.
‘
| -_. | | | | | | W
84 90 95 100 105 110 115 120 125 130 135 147
NLADFDIVADAWEGIVSIFCHLPSSLRQQLYPKVYQGLKPGGVFILEGFAPEQLQY LD
Model 3.
|
v/
84 9 9 100 105 110 115 120 125 130 135 147

NLADFDIVADAWEGIVSIFCHLPSSLRQQLYPKVYQGLKPGGVFILEGFAPEQLQY LD

Model 4.

84 9 9 100 105 110 115 120 125 130 135 147
NLADFDIVADAWEGIVSIFCHLPSSLRQQLYPKVYQGLKPGGVFILEGFAPEQLQY LD

Model 5.
||

a4

84 90 o5 100 105 110 115 120 125 130 135 147

NLADFDIVADAWEGIVSIFCHLPSSLRQQLYPKVYQGLKPGGVFILEGFAPEQLQY LD

Model 6.

T e 8 U E— [N
| - | | | | |
84 90 95 100 105 110 115 120 125 130 135 147
NLADFDIVADAWEGIVSIFCHLPSSLRQQLYPKVYQGLKPGGVFILEGFAPEQLQY LD
Modd 7.

= — NN /N/\ —— )
| — | | | | | |
84 90 95 100 105 110 115 120 125 130 135 147

NLADFDIVADAWEGIVSIFCHLPSSLRQQLYPKVYQGLKPGGVFILEGFAPEQLQY LD

SGR145 R3 em bcr3 11 modelsecs.ps ** Selected residues only
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Model secondary structures
SGR145 R3 em bcr3 (20 models)**

Mode 1.
v—— /N = |
149 155 160 165 170 175 190 195

LLPKLETLQSELPSLNWL I ANNLERNL

Model 2.

KAAL I QLLGOKL

>:

149 155 160 165 170 175

=
-
a1

190

LLPKLETLQSELPSLNWL I ANNLERNL

Model 3.

KAAL I QLLGOKL

>:

149 155 160 165 170 175

=
(o)
a1

190

LLPKLETLQSELPSLNWL I ANNLERNL

Model 4.

149 155 160 165 170 175

KAAL I QLLGOKL

=
[(eo) )
a1

190

LLPKLETLQSELPSLNWL I ANNLERNL

Model 5.

KAAL I QLLGOKL

>:

149 155 160 165 170 175

=
[(o) )
a1

190

LLPKLETLQSELPSLNWL I ANNLERNL

Model 6.

KAAL I QLLGOKL

b

149 155 160 165 170 175

=
(o)
a1

190

LLPKLETLQSELPSLNWL I ANNLERNL

Model 7.

149 155 160 165 170 175

KAAL I QLLGOKL

=
[(o) )
a1

190

LLPKLETLQSELPSLNWL I ANNLERNL

KAAL I QLLGOKL

SGR145 R3 em bcr3 11 modelsecs.ps

** Selected residues only
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SGR145 R3 em bcr3 (20 models)**

Model 8.

21 30 35

50 55 60 65 70 75 80

LVSVANQI PQGK I LCL

Model 9.
21 30 35

RNACFLASLGYEVTAVDQSSVGLAKAKQLAQEKGVKITTVQ

SN —mmm s AN AN

50 55 60 65 70 75 80

LVSVANQI PQGK I LCL

Model 10.
21 30 35

RNACFLASLGYEVTAVDQSSVGLAKAKQLAQEKGVKITTVQ

—/\,— ) o AN/ N )

50 55 60 65 70 75 80

LVSVANQI PQGK I LCL

Model 11.
21 30 35

RNACFLASLGYEVTAVDQSSVGLAKAKQLAQEKGVKITTVQ

— A\, —— ) ol NN /NG )

50 55 60 65 70 75 80

LVSVANQI PQGK I LCL

Model 12.
21 30 35

RNACFLASLGYEVTAVDQSSVGLAKAKQLAQEKGVKITTVQ

A/ —— )l AN B

50 55 60 65 70 75 80

LVSVANQI PQGK I LCL

Model 13.
21 30 35

RNACFLASLGYEVTAVDQSSVGLAKAKQLAQEKGVKITTVQ

—— /AN /NN )

50 55 60 65 70 75 80

LVSVANQI PQGK I LCL

Model 14.
21 30 35

RNACFLASLGYEVTAVDQSSVGLAKAKQLAQEKGVKITTVQ

A/ — )\ AN AN/NC )

50 55 60 65 70 75 80

LVSVANQI PQGK I LCL

RNACFLASLGYEVTAVDQSSVGLAKAKQLAQEKGVKITTVQ

SGR145 R3 em bcr3 11 modelsecs.ps

** Selected residues only
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Model secondary structures
SGR145 R3 em bcr3 (20 models)**

Model 8.
||

N/

84 9 95 100 105 110 115 120 125 130 135 147

NLADFDIVADAWEGIVSIFCHLPSSLRQQLYPKVYQGLKPGGVFILEGFAPEQLQY LD

Model 9.

| ‘
| — | | | | W
84 90 95 100 105 110 115 120 125 130 135 147
NLADFDIVADAWEGIVSIFCHLPSSLRQQLYPKVYQGLKPGGVFILEGFAPEQLQY LD
Model 10.
84 9 9 100 105 110 115 120 125 130 135 147

NLADFDIVADAWEGIVSIFCHLPSSLRQQLYPKVYQGLKPGGVFILEGFAPEQLQY LD

Model 11.
B = —— NN S ——mmm)
| — | | | | | |
84 90 95 100 105 110 115 120 125 130 135 147
NLADFDIVADAWEGIVSIFCHLPSSLRQQLYPKVYQGLKPGGVFILEGFAPEQLQY LD
Model 12.
[ U]
7
84 9 9 100 105 110 115 120 125 130 135 147

NLADFDIVADAWEGIVSIFCHLPSSLRQQLYPKVYQGLKPGGVFILEGFAPEQLQY LD

Model 13.

84 9 9 100 105 110 115 120 125 130 135 147
NLADFDIVADAWEGIVSIFCHLPSSLRQQLYPKVYQGLKPGGVFILEGFAPEQLQY LD

Model 14.
||

NV

84 9 o5 100 105 110 115 120 125 130 135 147

NLADFDIVADAWEGIVSIFCHLPSSLRQQLYPKVYQGLKPGGVFILEGFAPEQLQY LD

SGR145 R3 em bcr3 11 modelsecs.ps ** Selected residues only



PROCHECK-NMR

Model secondary structures

SGR145 R3 em bcr3 (20 models)**

Model 8.
149 155 160 165 170 175

=
-
a1

190

LLPKLETLQSELPSLNWL I ANNLERNL

Model 9.
149 155 160 165 170 175

KAAL I QLLGOKL

=
(o)
a1

190

LLPKLETLQSELPSLNWL I ANNLERNL

Model 10.

KAAL I QLLGOKL

>:

149 155 160 165 170 175

|

190 19

LLPKLETLQSELPSLNWL I ANNLERNL

Model 11.

KAAL I QLLGOKL

>:

149 155 160 165 170 175

:

190 19

LLPKLETLQSELPSLNWL I ANNLERNL

Model 12.

KAAL I QLLGOKL

>:

149 155 160 165 170 175

L

190 19

LLPKLETLQSELPSLNWL I ANNLERNL

Model 13.

KAAL I QLLGOKL

>:

149 155 160 165 170 175

u

190 19

LLPKLETLQSELPSLNWL I ANNLERNL

Model 14.

KAAL I QLLGOKL

>:

149 155 160 165 170 175

=
(o)
a1

190

LLPKLETLQSELPSLNWL I ANNLERNL

KAAL I QLLGOKL

SGR145 R3 em bcr3 11 modelsecs.ps

** Selected residues only
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SGR145 R3 em bcr3 (20 models)**

Model 15.

21 30 35

50 55 60 65 70 75 80

LVSVANQI PQGK I LCL

Model 16.
21 30 35

RNACFLASLGYEVTAVDQSSVGLAKAKQLAQEKGVKITTVQ

50 55 60 65 70 75 80

LVSVANQI PQGK I LCL

Model 17.
21 30 35

RNACFLASLGYEVTAVDQSSVGLAKAKQLAQEKGVKITTVQ

N\~ AN AN

50 55 60 65 70 75 80

LVSVANQI PQGK I LCL

Model 18.
21 30 35

RNACFLASLGYEVTAVDQSSVGLAKAKQLAQEKGVKITTVQ

A\ —— ) S\ AN A\ )

50 55 60 65 70 75 80

LVSVANQI PQGK I LCL

Model 19.

RNACFLASLGYEVTAVDQSSVGLAKAKQLAQEKGVKITTVQ

N — ) N\ g\ /N AN /N )

21 30 35

50 55 60 65 70 75 80

LVSVANQI PQGK I LCL

Model 20.

RNACFLASLGYEVTAVDQSSVGLAKAKQLAQEKGVKITTVQ

NN — AN, el /NN )

21 30 35

50 55 60 65 70 75 80

LVSVANQI PQGK I LCL

RNACFLASLGYEVTAVDQSSVGLAKAKQLAQEKGVKITTVQ

SGR145 R3 em bcr3 11 modelsecs.ps

** Selected residues only
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Model secondary structures
SGR145 R3 em bcr3 (20 models)**

Model 15.
| | ‘ L
84 9 95 100 105 110 115 120 125 130 135 147

NLADFDIVADAWEGIVSIFCHLPSSLRQQLYPKVYQGLKPGGVFILEGFAPEQLQY LD

Model 16.
[ I ‘
— N NV
84 9 9 100 105 110 115 120 125 130 135 147
NLADFDIVADAWEGIVSIFCHLPSSLRQQLYPKVYQGLKPGGVFILEGFAPEQLQY LD
Model 17.
% | |
| - | | | | | W
84 90 95 100 105 110 115 120 125 130 135 147
NLADFDIVADAWEGIVSIFCHLPSSLRQQLYPKVYQGLKPGGVFILEGFAPEQLQY LD
Model 18.
NV
| | | | | |
84 90 95 100 105 110 115 120 125 130 135 147

NLADFDIVADAWEGIVSIFCHLPSSLRQQLYPKVYQGLKPGGVFILEGFAPEQLQY LD

Model 19.

op——an = —N/AN/N/N, — m—) - N
| - | | | | | |
84 90 95 100 105 110 115 120 125 130 135 147
NLADFDIVADAWEGIVSIFCHLPSSLRQQLYPKVYQGLKPGGVFILEGFAPEQLQY LD
Model 20.

84 9 9 100 105 110 115 120 125 130 135 147

NLADFDIVADAWEGIVSIFCHLPSSLRQQLYPKVYQGLKPGGVFILEGFAPEQLQY LD

SGR145 R3 em bcr3 11 modelsecs.ps ** Selected residues only
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Model secondary structures
SGR145 R3 em bcr3 (20 models)**

Model 15.
—— N7 Oy i Em—) —
149 155 160 165 170 175 190 19

LLPKLETLQSELPSLNWL I ANNLERNL

Model 16.

149 155 160 165 170 175

KAAL I QLLGOKL
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190 19

LLPKLETLQSELPSLNWL I ANNLERNL

Model 17.

KAAL I QLLGOKL

>i

149 155 160 165 170 175
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190

LLPKLETLQSELPSLNWL I ANNLERNL

Model 18.

KAAL I QLLGOKL

b

149 155 160 165 170 175

=
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190

LLPKLETLQSELPSLNWL I ANNLERNL

Model 19.

KAAL I QLLGOKL

|

149 155 160 165 170 175

=
(o)
a1

190

LLPKLETLQSELPSLNWL I ANNLERNL

Model 20.

KAAL I QLLGOKL

>i

149 155 160 165 170 175

=
(o))
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190

LLPKLETLQSELPSLNWL I ANNLERNL

KAAL I QLLGOKL

SGR145 R3 em bcr3 11 modelsecs.ps

** Selected residues only



