SGR145_R3_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions SGR145_R3_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

4 8 12 16 A LEU 21 cv 0.318 A ASN 26 cv 0.001 A GLN 27 cv 0.165 A ILE 28 cv 0.159

4 8 12 16 A GLN 30 cv 0.251 A LYS 32 cv 0.003 A ILE 33 cv 0.430 A LEU 34 cv 0.000

4 8 12 16 A LEU 36 cv 0.522 A ARG 42 cv 0.004 A ASN 43 cv 0.293 A PHE 46 cv 0.363

4 8 12 16 A LEU 47 cv 0.195 A LEU 50 cv 0.000 A TYR 52 cv 0.193 A GLU 53 cv 0.007

4 8 12 16 A ASP 58 cv 0.085 A GLN 59 cv 0.403 A LEU 64 cv 0.000 A LYS 66 cv 0.003

4 8 12 16 A LYS 68 cv 0.000 A GLN 69 cv 0.405 A LEU 70 cv 0.305 A GLN 72 cv 0.150

4 8 12 16 A GLU 73 cv 0.138 A LYS 74 cv 0.079 A LYS 77 cv 0.002 A ILE 78 cv 0.248

4 8 12 16 A GLN 82 cv 0.419 A ASN 84 cv 0.143 A LEU 85 cv 0.169 A ASP 87 cv 0.090

4 8 12 16 A PHE 88 cv 0.765 A ASP 89 cv 0.251 A ILE 90 cv 0.289 A ASP 93 cv 0.056

0 60 120 180 240 300 0 4 8 12 16 A TRP 95 cv 0.590

0 60 120 180 240 300

A GLU 96 cv 0.216

0 60 120 180 240 300

A ILE 98 cv 0.395

0 60 120 180 240 300 360

A ILE 101 cv 0.567

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

SGR145_R3_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions SGR145_R3_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 2

PROCHECK-NMR

4 8 12 16 A PHE 102 cv 0.317 A HIS 104 cv 0.883 A LEU 105 cv 0.001 A LEU 109 cv 0.375

4 8 12 16 A ARG 110 cv 0.008 A GLN 111 cv 0.568 A GLN 112 cv 0.624 A LEU 113 cv 0.001

4 8 12 16 A TYR 114 cv 0.267 A LYS 116 cv 0.523 A TYR 118 cv 0.007 A GLN 119 cv 0.002

4 8 12 16 A LEU 121 cv 0.239 A LYS 122 cv 0.597 A PHE 127 cv 0.181 A ILE 128 cv 0.168

4 8 12 16 A LEU 129 cv 0.137 A GLU 130 cv 0.012 A PHE 132 cv 0.515 A GLU 135 cv 0.265

4 8 12 16 A GLN 136 cv 0.132 A LEU 137 cv 0.375 A GLN 138 cv 0.498 A TYR 139 cv 0.397

4 8 12 16 A LEU 147 cv 0.185 A ASP 148 cv 0.032 A LEU 149 cv 0.221 A LEU 150 cv 0.128

4 8 12 16 A LYS 152 cv 0.002 A LEU 153 cv 0.406 A GLU 154 cv 0.001 A LEU 156 cv 0.084

4 8 12 16 A GLN 157 cv 0.001 A GLU 159 cv 0.390 A LEU 160 cv 0.001 A LEU 163 cv 0.331

0 60 120 180 240 300 0 4 8 12 16 A ASN 164 cv 0.137

0 60 120 180 240 300

A TRP 165 cv 0.282

0 60 120 180 240 300

A LEU 166 cv 0.462

0 60 120 180 240 300 360

A ILE 167 cv 0.420

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

SGR145_R3_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions SGR145_R3_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 3

PROCHECK-NMR

4 8 12 16 A ASN 169 cv 0.137 A ASN 170 cv 0.014 A LEU 171 cv 0.314 A GLU 172 cv 0.001

4 8 12 16 A ARG 173 cv 0.442 A ASN 174 cv 0.094 A LEU 175 cv 0.252 A LYS 184 cv 0.002

4 8 12 16 A LEU 187 cv 0.414 A ILE 188 cv 0.358 A GLN 189 cv 0.386 A LEU 190 cv 0.236

4 8 12 16 A LEU 191 cv 0.162

0 60 120 180 240 300

A GLN 193 cv 0.371

0 60 120 180 240 300

A LYS 194 cv 0.164

0 60 120 180 240 300 360

A LEU 195 cv 0.449

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried