SGR145_NMR_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions SGR145_NMR_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

3 6 9 12 A LEU 21 cv 0.005 A ASN 26 cv 0.814 A GLN 27 cv 0.002 A ILE 28 cv 0.001

3 6 9 12 A GLN 30 cv 0.005 A LYS 32 cv 0.600 A ILE 33 cv 0.003 A LEU 34 cv 0.003

3 6 9 12 A LEU 36 cv 0.001 A ARG 42 cv 0.006 A ASN 43 cv 0.637 A PHE 46 cv 0.586

3 6 9 12 A LEU 47 cv 0.002 A LEU 50 cv 0.001 A TYR 52 cv 0.030 A GLU 53 cv 0.005

3 6 9 12 A ASP 58 cv 0.467 A GLN 59 cv 0.071 A LEU 64 cv 0.001 A LYS 66 cv 0.772

3 6 9 12 A LYS 68 cv 0.006 A GLN 69 cv 0.657 A LEU 70 cv 0.002 A GLN 72 cv 0.005

3 6 9 12 A GLU 73 cv 0.063 A LYS 74 cv 0.010 A LYS 77 cv 0.003 A ILE 78 cv 0.004

3 6 9 12 A GLN 82 cv 0.004 A ASN 84 cv 0.530 A LEU 85 cv 0.003 A ASP 87 cv 0.006

3 6 9 12 A PHE 88 cv 0.389 A ASP 89 cv 0.614 A ILE 90 cv 0.002 A ASP 93 cv 0.286

0 60 120 180 240 300 0 3 6 9 12 A TRP 95 cv 0.180

0 60 120 180 240 300

A GLU 96 cv 0.803

0 60 120 180 240 300

A ILE 98 cv 0.002

0 60 120 180 240 300 360

A ILE 101 cv 0.001

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

SGR145_NMR_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions SGR145_NMR_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 2

PROCHECK-NMR

3 6 9 12 A PHE 102 cv 0.757 A HIS 104 cv 0.698 A LEU 105 cv 0.002 A LEU 109 cv 0.002

3 6 9 12 A ARG 110 cv 0.051 A GLN 111 cv 0.642 A GLN 112 cv 0.910 A LEU 113 cv 0.000

3 6 9 12 A TYR 114 cv 0.253 A LYS 116 cv 0.771 A TYR 118 cv 0.483 A GLN 119 cv 0.004

3 6 9 12 A LEU 121 cv 0.047 A LYS 122 cv 0.769 A PHE 127 cv 0.128 A ILE 128 cv 0.002

3 6 9 12 A LEU 129 cv 0.078 A GLU 130 cv 0.004 A PHE 132 cv 0.771 A GLU 135 cv 0.526

3 6 9 12 A GLN 136 cv 0.001 A LEU 137 cv 0.046 A GLN 138 cv 0.003 A TYR 139 cv 0.355

3 6 9 12 A LEU 147 cv 0.069 A ASP 148 cv 0.114 A LEU 149 cv 0.011 A LEU 150 cv 0.005

3 6 9 12 A LYS 152 cv 0.359 A LEU 153 cv 0.002 A GLU 154 cv 0.952 A LEU 156 cv 0.007

3 6 9 12 A GLN 157 cv 0.251 A GLU 159 cv 0.705 A LEU 160 cv 0.002 A LEU 163 cv 0.001

0 60 120 180 240 300 0 3 6 9 12 A ASN 164 cv 0.739

0 60 120 180 240 300

A TRP 165 cv 0.001

0 60 120 180 240 300

A LEU 166 cv 0.001

0 60 120 180 240 300 360

A ILE 167 cv 0.000

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

SGR145_NMR_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions SGR145_NMR_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 3

PROCHECK-NMR

3 6 9 12 A ASN 169 cv 0.023 A ASN 170 cv 0.841 A LEU 171 cv 0.001 A GLU 172 cv 0.535

3 6 9 12 A ARG 173 cv 0.004 A ASN 174 cv 0.494 A LEU 175 cv 0.003 A LYS 184 cv 0.495

3 6 9 12 A LEU 187 cv 0.002 A ILE 188 cv 0.003 A GLN 189 cv 0.002 A LEU 190 cv 0.001

3 6 9 12 A LEU 191 cv 0.000

0 60 120 180 240 300

A GLN 193 cv 0.004

0 60 120 180 240 300

A LYS 194 cv 0.204

0 60 120 180 240 300 360

A LEU 195 cv 0.002

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried