PFR193A_R3_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions PFR193A_R3_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

4 8 12 16 A GLU 2 cv 0.062 A PHE 3 cv 0.039 A ASP 5 cv 0.008 A LEU 6 cv 0.002

4 8 12 16 A GLU 9 cv 0.002 A ILE 10 cv 0.000 A LYS 11 cv 0.000 A ASP 14 cv 0.077

4 8 12 16 A ASN 19 cv 0.059 A LYS 20 cv 0.135 A LEU 21 cv 0.436 A GLU 23 cv 0.000

4 8 12 16 A TYR 24 cv 0.954 A GLU 25 cv 0.002 A HIS 27 cv 0.110 A LYS 29 cv 0.019

4 8 12 16 A ASN 30 cv 0.018 A LEU 31 cv 0.000 A ILE 34 cv 0.565 A LYS 40 cv 0.002

4 8 12 16 A ARG 42 cv 0.006 A TYR 44 cv 0.002 A ILE 45 cv 0.000 A ASN 46 cv 0.015

4 8 12 16 A LEU 49 cv 0.001 A TYR 50 cv 0.001 A LYS 51 cv 0.411 A ASN 52 cv 0.160

4 8 12 16 A TRP 53 cv 0.582 A LEU 57 cv 0.000 A LYS 60 cv 0.408 A GLU 61 cv 0.079

4 8 12 16 A GLU 62 cv 0.002 A LYS 63 cv 0.499 A LEU 65 cv 0.241 A PHE 67 cv 0.000

0 60 120 180 240 300 0 4 8 12 16 A TRP 69 cv 0.031

0 60 120 180 240 300

A GLN 73 cv 0.131

0 60 120 180 240 300

A GLU 74 cv 0.001

0 60 120 180 240 300 360

A MET 76 cv 0.000

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

PFR193A_R3_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions PFR193A_R3_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 2

PROCHECK-NMR

4 8 12 16 A TYR 77 cv 0.001 A ARG 78 cv 0.002 A ILE 79 cv 0.000 A ASN 80 cv 0.002

4 8 12 16 A ASP 84 cv 0.013 A GLU 85 cv 0.069 A GLU 86 cv 0.079 A ASN 87 cv 0.068

4 8 12 16 A GLU 91 cv 0.513 A LEU 92 cv 0.067 A ASN 93 cv 0.110 A GLU 94 cv 0.123

4 8 12 16 A ASN 95 cv 0.078 A ASN 96 cv 0.051 A ASN 97 cv 0.451 A PHE 101 cv 0.311

4 8 12 16 A ASP 102 cv 0.031

0 60 120 180 240 300 360

A LEU 107 cv 0.000

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried