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cv = Circular Variance (low values signify high clustering of the data points). ¥ Accessible & Buried

Gf = Average G-factor for the residue (the higher the value the more favourable the conformations) based on analysis of high-res. Xstal structures
Data points coloured according to G-factor:

Unfavourable

PFR193A NMR_em bcr3 08 ensramach.ps

** Selected residues only




PROCHECK-NMR

Ensemble Ramachandran

plots

Page 2

PFR193A NMR_em bcr3 (20 models)* *

0.005 0.005 0.002 0.000
A ALA 22 YOO ® A GLU 23 YOO A TYR24 00RO ) GLU 25 Y0000
1204 ! B > S o
60 -
B T N R
-601
-120
0.003 0.002 0.002 0.003
A VAL 26 N00BOY A His27 XO00ROY A VAL 28 N002O® A Lys29 Y000
I | RN &
1209 =, @J;‘r = B e :
60 -
- | T N T
604 | ] S
-120
A ASN 30 G00ROY A LEU3L NONBOE AGLY 32 NOTO¥ A GLY 33 oS *
§ 120 @J;‘r o o
. 601 -
8) o s % ,,,,, Ex
N’ -609 = ] e T
E -120
ch.OOl@% oV 0.003@% v 0.001@ % ch.OOl@%
AILE34 cf-0.60 AGLY 35 cf-076m A VAL 36 cf-0210 APRO37 Gf-1.03 @
LW 2ol i ;\ ‘ L\ i L\ i
0{ 8 .
60 -
01 : : : LB
-601
-120
CVOOOO@% CV0004©® CV0.00S@Qb CV0.004®®
A SER 38 cf-077m  ATHR39 cf210m  ALYS40 Gf -0.30 O Gf 0350
1204 - ﬁ": L s
60 -
N W BN S e
604 | ] S
-120
-180 T T T T T T T T T T T T T T T T T T T T
-180-120 -60 O 60 120 -180-120 60 O 60 120-180-120 60 O 60 120-180-120 60 O 60 120 180

cv = Circular Variance (low values signify high clustering of the data points).

Phi (degrees)

¥ Accessible

& Buried

Gf = Average G-factor for the residue (the higher the value the more favourable the conformations) based on analysis of high-res. Xstal structures

Data points coloured according to G-factor:

Unfavourable

PFR193A NMR_em bcr3 08 ensramach.ps

** Selected residues only




PROCHECK-NMR

Ensemble Ramachandran

plots

Page 3

PFR193A NMR_em bcr3 (20 models)* *

0.004 0.001 0.002 0.002
A ARG 42 NOUO® A VAL 43 YOO\ TYR44 X020 ) \LE4s Y0020
;‘1 B i ;‘1 k ;‘1 = i ;‘1 i
120 * . “11@7 ) “11 ) ‘@ L
60 -
B T N R
-601
-120
0.000 0.012 0.007 0.002
A ASN 46 QOO E A GLY 47 NOOLO¥ A THR 48 YOO A LEU 49 0000 %
1204 & o @
60 -
rrrrr @B ¢ t=g - ¢ b=q e t=g
0 4
604 _ S
-120
0.004 0.004 0.006 0.001
ATYR50 N0 ® A Lyss NOMOE A ASN 52 NOXO® A TRPS3 qoomO¥
—~ L 1 @ w T T =
§ 1204 - g @ B
. 601
8) o | (A S N (N O
©
— -60 _ e
E -120
cv 0.002 @ % cv 0.001 @ % cv 0.002 @ &r cv 0.001 @ %
of 090 AVALSS cf-128m A SER56 cf-0040 ALEUS7 Gf-028 O
: : o : 5
1204 L W L= L@
60 -
I T N B R
-601
-120
0.001 0.002 0.008 0.008
AGLY 58 N0 O% A PROSY % A LYS60 NONBO® A GLU 6L Y0060 %
1204 L ) ﬁ o
60 -
ol o 7 e S e R |
604 _ S
-120
-180 T | T T T T T T T T T T T T T T T T T T
-180-120 -60 0 60 120 -180-120 -60 O 60 120-180-120 60 O 60 120-180-120 60 O 60 120 180

cv = Circular Variance (low values signify high clustering of the data points).

Phi (degrees)

¥ Accessible

& Buried

Gf = Average G-factor for the residue (the higher the value the more favourable the conformations) based on analysis of high-res. Xstal structures
Data points coloured according to G-factor:

Unfavourable

PFR193A NMR_em bcr3 08 ensramach.ps

** Selected residues only




PROCHECK-NMR

Ensemble Ramachandran
PFR193A NMR_em bcr3 (20 models)* *

plots

Page 4

cv = Circular Variance (low values signify high clustering of the data points).
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Gf = Average G-factor for the residue (the higher the value the more favourable the conformations) based on analysis of high-res. Xstal structures
Data points coloured according to G-factor:
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Data points coloured according to G-factor:

Phi (degrees)

cv = Circular Variance (low values signify high clustering of the data points).
Gf = Average G-factor for the residue (the higher the value the more favourable the conformations) based on analysis of high-res. Xstal structures
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