MRR110B_R3_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions MRR110B_R3_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

5 10 15 20 A ASN 2 cv 0.028 A TYR 3 cv 0.021 A LYS 4 cv 0.074 A ILE 5 cv 0.000

5 10 15 20 A GLU 7 cv 0.088 A LEU 8 cv 0.001 A MET 9 cv 0.137 A ASN 11 cv 0.176

5 10 15 20 A LEU 12 cv 0.000 A ILE 16 cv 0.001 A ASN 17 cv 0.107 A GLU 19 cv 0.000

5 10 15 20 A TYR 24 cv 0.401 A LYS 26 cv 0.007 A LYS 27 cv 0.128 A GLU 28 cv 0.064

5 10 15 20 A PHE 29 cv 0.101 A ARG 31 cv 0.189 A LYS 32 cv 0.000 A ASP 33 cv 0.006

5 10 15 20 A GLN 38 cv 0.380 A LEU 39 cv 0.260 A LYS 40 cv 0.003 A LEU 42 cv 0.205

5 10 15 20 A PHE 43 cv 0.020 A LEU 44 cv 0.051 A LYS 45 cv 0.001 A ASP 46 cv 0.156

5 10 15 20 A ASP 47 cv 0.001 A ILE 51 cv 0.001 A ARG 52 cv 0.003 A LEU 55 cv 0.000

5 10 15 20 A TRP 56 cv 0.002 A ASN 57 cv 0.000 A GLU 58 cv 0.077 A LEU 59 cv 0.001

0 60 120 180 240 300 0 5 10 15 20 A ASP 61 cv 0.048

0 60 120 180 240 300

A PHE 62 cv 0.001

0 60 120 180 240 300

A GLU 63 cv 0.262

0 60 120 180 240 300 360

A LYS 65 cv 0.385

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

MRR110B_R3_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions MRR110B_R3_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 2

PROCHECK-NMR

5 10 15 20 A LYS 66 cv 0.000 A ASP 68 cv 0.043 A ILE 69 cv 0.309 A GLU 71 cv 0.000

5 10 15 20 A TYR 75 cv 0.501 A LYS 77 cv 0.002 A GLN 78 cv 0.066 A LEU 83 cv 0.502

5 10 15 20 A GLU 84 cv 0.199 A ILE 85 cv 0.042 A ASP 88 cv 0.000 A ASN 89 cv 0.152

5 10 15 20 A ILE 90 cv 0.000

0 60 120 180 240 300

A ILE 92 cv 0.436

0 60 120 180 240 300

A ILE 93 cv 0.000

0 60 120 180 240 300 360

A GLU 94 cv 0.220

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried