LKR112_R3_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions LKR112_R3_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

4 8 12 16 A GLU 7 cv 0.071 A ILE 11 cv 0.241 A ILE 12 cv 0.037 A GLN 14 cv 0.069

4 8 12 16 A ASN 15 cv 0.107 A LYS 17 cv 0.071 A ILE 19 cv 0.000 A ARG 20 cv 0.247

4 8 12 16 A GLU 21 cv 0.001 A ILE 22 cv 0.000 A LEU 24 cv 0.000 A HIS 27 cv 0.009

4 8 12 16 A LYS 28 cv 0.142 A ASN 30 cv 0.089 A GLU 31 cv 0.066 A GLN 32 cv 0.001

4 8 12 16 A PHE 33 cv 0.009 A ILE 35 cv 0.079 A LYS 36 cv 0.001 A GLN 41 cv 0.262

4 8 12 16 A TYR 42 cv 0.804 A ASN 43 cv 0.277 A LEU 44 cv 0.000 A MET 45 cv 0.066

4 8 12 16 A GLU 46 cv 0.004 A ASP 48 cv 0.071 A ARG 51 cv 0.002 A ILE 52 cv 0.000

4 8 12 16 A ARG 53 cv 0.116 A ILE 54 cv 0.001 A LYS 55 cv 0.002 A GLU 56 cv 0.001

4 8 12 16 A ASP 57 cv 0.296 A ASN 58 cv 0.134 A ASP 61 cv 0.056 A GLN 62 cv 0.387

0 60 120 180 240 300 0 4 8 12 16 A LYS 66 cv 0.002

0 60 120 180 240 300

A MET 67 cv 0.441

0 60 120 180 240 300

A TRP 69 cv 0.002

0 60 120 180 240 300 360

A LYS 70 cv 0.000

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

LKR112_R3_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions LKR112_R3_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 2

PROCHECK-NMR

4 8 12 16 A LYS 72 cv 0.000 A ASP 75 cv 0.001 A ILE 77 cv 0.152 A LEU 80 cv 0.457

4 8 12 16 A HIS 82 cv 0.371 A LYS 83 cv 0.073 A PHE 85 cv 0.835 A GLU 87 cv 0.004

0 60 120 180 240 300 0 4 8 12 16 A ILE 88 cv 0.221

0 60 120 180 240 300

A LYS 89 cv 0.062

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried