HR5546A_R3_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions HR5546A_R3_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

4 8 12 16 A ILE 17 cv 0.000 A GLU 18 cv 0.462 A GLU 19 cv 0.358 A ILE 20 cv 0.037

4 8 12 16 A ASP 21 cv 0.018 A ASP 23 cv 0.059 A LYS 25 cv 0.071 A PHE 26 cv 0.946

4 8 12 16 A ILE 27 cv 0.273 A ARG 28 cv 0.008 A LEU 29 cv 0.160 A LYS 30 cv 0.002

4 8 12 16 A ASN 31 cv 0.072 A GLU 34 cv 0.001 A GLN 35 cv 0.499 A ASP 36 cv 0.001

4 8 12 16 A GLN 37 cv 0.586 A TRP 42 cv 0.236 A GLU 43 cv 0.001 A MET 44 cv 0.245

4 8 12 16 A ILE 45 cv 0.083 A ARG 46 cv 0.166 A LYS 47 cv 0.002 A TYR 55 cv 0.008

4 8 12 16 A LYS 56 cv 0.067 A TYR 57 cv 0.484 A ARG 60 cv 0.420 A TYR 61 cv 0.832

4 8 12 16 A LEU 63 cv 0.317 A LYS 64 cv 0.002 A GLN 67 cv 0.705 A ILE 71 cv 0.788

4 8 12 16 A TRP 72 cv 0.009 A ASN 75 cv 0.082 A ASP 85 cv 0.048 A LEU 86 cv 0.111

0 60 120 180 240 300 0 4 8 12 16 A ILE 87 cv 0.574

0 60 120 180 240 300

A TRP 88 cv 0.041

0 60 120 180 240 300

A LYS 89 cv 0.001

0 60 120 180 240 300 360

A ASN 90 cv 0.067

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

HR5546A_R3_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions HR5546A_R3_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 2

PROCHECK-NMR

4 8 12 16 A GLN 91 cv 0.465 A LYS 101 cv 0.001 A ILE 103 cv 0.000 A LEU 104 cv 0.069

4 8 12 16 A LYS 105 cv 0.001 A ASN 106 cv 0.011 A GLU 110 cv 0.133 A GLU 111 cv 0.002

0 60 120 180 240 300 0 4 8 12 16 A GLN 114 cv 0.002

0 60 120 180 240 300

A ARG 115 cv 0.460

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried