HR4694F_R3Cons_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions HR4694F_R3Cons_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

5 10 15 20 A LYS 8 cv 0.072 A ILE 10 cv 0.161 A ARG 12 cv 0.008 A PHE 14 cv 0.399

5 10 15 20 A LEU 15 cv 0.000 A ASN 17 cv 0.099 A LYS 18 cv 0.000 A GLN 19 cv 0.000

5 10 15 20 A ARG 20 cv 0.003 A ARG 26 cv 0.001 A ARG 32 cv 0.123 A ASP 33 cv 0.077

5 10 15 20 A LEU 35 cv 0.001 A LYS 36 cv 0.002 A LYS 37 cv 0.001 A LEU 39 cv 0.001

5 10 15 20 A MET 40 cv 0.000 A MET 41 cv 0.001 A ARG 42 cv 0.185 A LEU 44 cv 0.000

5 10 15 20 A ILE 45 cv 0.000 A GLU 47 cv 0.155 A TYR 52 cv 0.000 A ARG 53 cv 0.002

5 10 15 20 A ILE 54 cv 0.000 A GLN 55 cv 0.063 A ASP 56 cv 0.028 A GLU 58 cv 0.000

5 10 15 20 A LYS 59 cv 0.001 A LYS 60 cv 0.256 A ILE 62 cv 0.075 A TRP 64 cv 0.000

5 10 15 20 A ASP 65 cv 0.017 A ASP 67 cv 0.018 A ILE 68 cv 0.000 A TRP 70 cv 0.000

0 60 120 180 240 300 0 5 10 15 20 A LEU 71 cv 0.000

0 60 120 180 240 300

A GLU 74 cv 0.250

0 60 120 180 240 300

A GLU 75 cv 0.053

0 60 120 180 240 300 360

A LEU 76 cv 0.000

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

HR4694F_R3Cons_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions HR4694F_R3Cons_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 2

PROCHECK-NMR

5 10 15 20 A HIS 77 cv 0.000

0 60 120 180 240 300

A GLU 79 cv 0.000

0 60 120 180 240 300

A LEU 81 cv 0.000

0 60 120 180 240 300 360

A GLU 82 cv 0.000

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried