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cv = Circular Variance (low values signify high clustering of the data points). ¥ Accessible & Buried
Gf = Average G-factor for the residue (the higher the value the more favourable the conformations) based on analysis of high-res. Xstal structures
Data points coloured according to G-factor: Unfavourable

HR4694F NMR_em_bcr3 09 enschlch2.ps ** Selected residues only



Page 2

cv0.051(D %

Gf-0.21 O

A ARG 53

(20 models)**

v0239B®
Gf-048 O

ATYRS52

cv 0.550 (P ¥

Gf-043 0

A GLU 47

cv0.001(D ¥
Gf-0.34 O

Ensemble chil-chi2 plots

AILE45

HR4694F NMR_em bcr3

PROCHECK-NMR

=)
T T T * T T T ) » T T T 9 T T T 8
[ [ [ o0 [ [ oo onm [ [ [ oo [ @ [ o
\ﬁ\\\m\\\J\\m_m\\gw - mm\\ﬁwwwﬁwwwi\m&\\ﬂ\\\ T T8
[ [ [ So [ [ [ S Sl [ [ [ =X [ [ [ o
| | I 30 I I I 36 36 I I I 36 I | | N
[ [ [ [ [ [ [ [ [ [ [ [ o
—k===%===<=4 L= =—==4=—====4 o L=k =—==F=====4 i e Bl e
[ [ [ [ [ [ [ [ [ [ [ [
@ © =)
S I A - I
[l o o o)
,\\\%__@m\\\?\ 3 [N ) _Dm _nm I —— ol & P e B e
[ [ [ [ [ [ [ [ [ [ [
| | | < | | | < < | | | < | | | o
T T T *_ T T T m@ mmu T T T w@ T T T
[ [ [ &n [ [ [ ISi= o [ [ [ o0 [ . [
\#\\\4\\\4\\mmwwgww4\\§4\\mﬂm\ %%\\#\\\4\\\4\\%a\\#\\\hu‘\\\@\lm
[ [ [ go [ [ [ So 39 [ [ [ Sc [ [
| | | 36 | | | 30 36 | | | 36 | | | -m
[ [ [ = [ J@ [ | [ [ [ [ o
S e [ = Lo - B e e I -
[ [ [ [ [ [ [ [ [ [ [ [
o
[ [ [ Qg [ [ [ . © [ [ [ 0 [ [ [ S
[ [ [ o [ [ [ H m [ [ [ =) [ [ [
- - B_-_| @® P P N e e — - = | A U A
o | ol M | | | = AHn_ | | | Mnu = _,wﬁ | 8
| | | | | | < | | | | | | o
T T T *u T T T *v w¥u T T T % T T T
[ o0 [ [ [ &g Om [ [ | &g [ [ [ o
\@\\\ﬁ\\\n@\\%m\\ﬂ\\\ﬁ\\\J\\mmw M$\\ﬁ\\\4\\$\\Mm\\@\\\4\\\4\l%
[ [ [ So [ [ [ S S [ [ , S o [ [ [ o
| | I 36 1 I I 36 36 I I I 36 | | | S
[ [ [ , [ [ [ [ [ [ [
= B
— k=== === =4 T D L = B, g \\T\\\+\\\¢\lm
[ [ [ [ [ [ [ [ [ [ [ [
[ [ [ 8 [ [ [ o Iy [ [ [ NS [ [ [ -m
[ [ [ > [ [ [ n 5 [ [ [ =) [ , [

S iH|
O I I i i I I S - IR R
| | | < | | | < < | | | < | | | o
T T T *v T T T *o *v T T T MU T T T
[ [ [ oo [ @ [ oo ®n [ [ [ oo [ @ [ o

AR e B -1 R S =T %m\\%\\A\\IJ\\m&\\ﬂ\\\ - T8
[ [ [ s° [ [ [ s- S [ [ [ s° [ [ [ o
[ [ [ 30 [ [ [ 30 30 [ [ [ 36 [ [ [ S
[ [ [ [ [ [ [ [ 5 [ [ [ o
—k===%===<=4 L= =—==4=—====4 o L= ===F===1-=4 i e Bl o'
[ [ [ [ [ [ [ [ [ [ [ [

o
[ [ [ [ [ [ R To) [ [ [ . [ [ [ FS

N~

[ [ [ W [ [ [ % % [ [ [ 5 [ [ [ =
l= == === — || l= = = =ll= = = — L — |J_d 9 @\\L\\\‘T\ w l= = = =ll= = = =& — | B
| @ | p: | | | Mn_ M | | Aln_ | | |
| | | | | | | | | | | | o
> 2 2 © o S 9 8 8 g S 2 g 8 9 S 2 2 8§ g o
§§ 8§88 § 8888 g§ 88§88 § 8888

** Selected residues only

¥ Accessible & Buried

Average G-factor for the residue (the higher the value the more favourable the conformations) based on analysis of high-res. Xstal structures
Unfavourable

Chi-1 (degrees)

.ps

Circular Variance (low values signify high clustering of the data points).

Data points coloured according to G-factor:
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cv = Circular Variance (low values signify high clustering of the data points).
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Gf = Average G-factor for the residue (the higher the value the more favourable the conformations) based on analysis of high-res. Xstal structures
Data points coloured according to G-factor:
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