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Residue properties
HR4527E R3 em bcr3 (20 models)**

a. Absolute deviation from mean Chi-1 value (excl. Pro)

Chi-1 abs. mean dev.

Residue number

b. Absolute deviation from mean of omegatorsion

g; 15
§ 12_’”11"”’2”’”’”’”””1529”’ 20”””1;)”2’5’1””’3 ******************** T ’”’””””””;’5””5’
£ 9+ X 206 1014 1;;X 1X314x§ ZX; X173§1x6 p? 4 2;15769X 8l4g1y2 11§xi i
% 6_ X x o x Xx % %x X18% 2 X §102 X % §4%
X X 8
6 < i %%ﬁ%ﬁ%ﬁ i ﬁﬁ% RN
8 - X ? ¥§ . T X :% Xi ) () - i
19 25 50 60 65 70 75 80
M a di aIedb | j Dashed li dst
Er?gp t\)/aréJ 3&% Iocne stan){ig:(rjcd?/i ation either side Residue number 20 sltr?%g\%r??g%ni dseal0

Numbers indicate models with highest deviation

c. RMS devs from mean coords: main-chain (black) and side-chain (grey)
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d. Secondary structure & average estimated accessibility
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e. Sequence & average estimated accessibilities  # Accessble @ Buried
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f. Circular variances

P OOOOOOOOOOOOOOOOOOOD  OOODOOODOOODOODOOODOODDODOOODODDOODOOODOODOD

Ps OOOOOOOOOOOOOOOOOODD  EOOOOOODODOOOODOOOODOOODODOOODOOODOOOOODODD®

chiv OOOCROAD OAOCOORD® OOOOOORDOO® AOOD  BABOO @ & O OBOBD

chi2 ABOECOOID OOAOOD O ABDO OO O & OO 00 O & O OOAAD

Mg OOOOODOOOOOODOOOOOOOOD  OOOODOOODOOOOODOOOODODOOOOOODOOOOODODDOD

Chit-chi2 ACOCOOA® OBROO® &  BAD 00 O & OGO 0 & & O 0RO
g. G-factors
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HR4527E_R3 em bcr3 10 residprop.ps ** Selected residues only



