HR4435B_R3_em_bcr3_04_phidistrb.ps ** Selected residues only

Phi frequency distributions HR4435B_R3_em_bcr3 (20 models)**

Page 1

PROCHECK-NMR

3 6 9 12 A MET 11 cv 0.025 A LEU 12 cv 0.027 A PRO 13 cv 0.008 A SER 18 cv 0.082

3 6 9 12 A HIS 19 cv 0.016 A THR 20 cv 0.042 A THR 21 cv 0.008 A VAL 22 cv 0.003

3 6 9 12 A ARG 23 cv 0.009 A ASN 24 cv 0.001 A ALA 25 cv 0.003 A LEU 26 cv 0.013

3 6 9 12 A LYS 27 cv 0.003 A ASP 28 cv 0.019 A LEU 29 cv 0.003 A LEU 30 cv 0.023

3 6 9 12 A LYS 31 cv 0.013 A ASP 32 cv 0.021 A MET 33 cv 0.087 A ASN 34 cv 0.013

3 6 9 12 A GLN 35 cv 0.005 A SER 36 cv 0.011 A SER 37 cv 0.019 A LEU 38 cv 0.005

3 6 9 12 A ALA 39 cv 0.003 A LYS 40 cv 0.026 A GLU 41 cv 0.040 A CYS 42 cv 0.026

3 6 9 12 A PRO 43 cv 0.012 A LEU 44 cv 0.063 A SER 45 cv 0.007 A GLN 46 cv 0.005

3 6 9 12 A SER 47 cv 0.006 A MET 48 cv 0.023 A ILE 49 cv 0.020 A SER 50 cv 0.010

-180 -120 -60 0 60 120 0 3 6 9 12 A SER 51 cv 0.022

-180 -120 -60 0 60 120

A ILE 52 cv 0.029

-180 -120 -60 0 60 120

A VAL 53 cv 0.017

-180 -120 -60 0 60 120 180

A ASN 54 cv 0.024

Phi (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

HR4435B_R3_em_bcr3_04_phidistrb.ps ** Selected residues only

Phi frequency distributions HR4435B_R3_em_bcr3 (20 models)**

Page 2

PROCHECK-NMR

3 6 9 12 A SER 62 cv 0.018 A ALA 63 cv 0.005 A ALA 64 cv 0.002 A LYS 65 cv 0.009

3 6 9 12 A CYS 66 cv 0.027 A GLN 67 cv 0.003 A GLU 68 cv 0.002 A PHE 69 cv 0.003

3 6 9 12 A GLY 70 cv 0.002 A ARG 71 cv 0.004 A TRP 72 cv 0.008 A TYR 73 cv 0.002

-180 -120 -60 0 60 120 0 3 6 9 12 A LYS 74 cv 0.004

-180 -120 -60 0 60 120

A HIS 75 cv 0.020

-180 -120 -60 0 60 120

A PHE 76 cv 0.002

-180 -120 -60 0 60 120 180

A LYS 77 cv 0.027

Phi (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried