HR3646E_R3Cons_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions HR3646E_R3Cons_em_bcr3 (18 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

5 10 15 20 A TRP 25 cv 0.063 A ILE 27 cv 0.001 A GLU 30 cv 0.000 A GLU 31 cv 0.157

5 10 15 20 A ARG 32 cv 0.103 A LYS 34 cv 0.157 A HIS 35 cv 0.424 A ASP 36 cv 0.102

5 10 15 20 A GLN 37 cv 0.076 A GLN 38 cv 0.374 A PHE 39 cv 0.011 A HIS 40 cv 0.107

5 10 15 20 A LEU 42 cv 0.164 A LYS 43 cv 0.000 A PHE 48 cv 0.664 A ILE 49 cv 0.231

5 10 15 20 A ASP 52 cv 0.072 A GLN 53 cv 0.521 A ARG 55 cv 0.007 A ASN 56 cv 0.000

5 10 15 20 A PHE 57 cv 0.774 A PHE 58 cv 0.386 A PHE 59 cv 0.000 A GLN 60 cv 0.162

5 10 15 20 A LEU 63 cv 0.001 A GLN 65 cv 0.000 A LEU 68 cv 0.001 A GLN 70 cv 0.176

5 10 15 20 A ILE 71 cv 0.000 A TRP 72 cv 0.002 A LEU 74 cv 0.286 A ASP 76 cv 0.038

5 10 15 20 A MET 77 cv 0.004 A ASN 78 cv 0.039 A ASN 79 cv 0.167 A ASP 80 cv 0.038

0 60 120 180 240 300 0 5 10 15 20 A ARG 82 cv 0.291

0 60 120 180 240 300

A ASP 84 cv 0.115

0 60 120 180 240 300

A GLN 85 cv 0.002

0 60 120 180 240 300 360

A GLU 87 cv 0.120

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

HR3646E_R3Cons_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions HR3646E_R3Cons_em_bcr3 (18 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 2

PROCHECK-NMR

5 10 15 20 A PHE 88 cv 0.214 A ILE 90 cv 0.001 A MET 92 cv 0.544 A LYS 93 cv 0.353

5 10 15 20 A LEU 94 cv 0.151 A ILE 95 cv 0.083 A LYS 96 cv 0.001 A LEU 97 cv 0.001

5 10 15 20 A LYS 98 cv 0.773 A LEU 99 cv 0.001 A GLN 100 cv 0.153 A TYR 102 cv 0.218

5 10 15 20 A LEU 108 cv 0.190

0 60 120 180 240 300

A MET 112 cv 0.603

0 60 120 180 240 300 360

A LYS 113 cv 0.010

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried