PROCHECK-NMR

Model secondary structures

HR3646E_ NMR_em bcr3 (20 models)**

Model 1.

A
24 30 35 40

48 55 60 65 70 75 80

TWA | TVEERAKHDQQFHSLKP

Model 2.
A
24 30 35 40

FITGDQARNFFFQSGLPQPVLAQIWALADMNNDGR

R AVA - AVA

48 55 60 65 70 75 80

TWA | TVEERAKHDQQFHSLKP

Model 3.
A
24 30 35 40

FITGDQARNFFFQSGLPQPVLAQIWALADMNNDGR

RAAY T AT

48 55 60 65 70 75 80

TWA | TVEERAKHDQQFHSLKP

Model 4.
3\
24 30 35 40

FITGDQARNFFFQSGLPQPVLAQIWALADMNNDGR

RANY A —

48 55 60 65 70 75 80

TWA | TVEERAKHDQQFHSLKP

Model 5.
A
24 30 35 40

FITGDQARNFFFQSGLPQPVLAQIWALADMNNDGR

AN —— AA

48 55 60 65 70 75 80

TWA | TVEERAKHDQQFHSLKP

Model 6.
3 \A\\
24 30 35 40

FITGDQARNFFFQSGLPQPVLAQIWALADMNNDGR

AN A

48 55 60 65 70 75 80

TWA | TVEERAKHDQQFHSLKP

Model 7.
A
24 30 35 40

FITGDQARNFFFQSGLPQPVLAQIWALADMNNDGR

TRANY A

48 55 60 65 70 75 80

TWA | TVEERAKHDQQFHSLKP

FITGDQARNFFFQSGLPQPVLAQIWALADMNNDGR

HR3646E_ NMR_em bcr3 11 model secs.ps
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Model secondary structures
HR3646E_ NMR_em bcr3 (20 models)**

Mode 1.
PAYAYAYH o
84 9 95 100 110

DQVEFSIAMKL | KLKLQGY

PSALPPVMK

Mode 2.
84 90 95 100

<

110

DQVEFSIAMKL | KLKLQGY

Mode 3.
84 9 95 10

PSALPPVMK

o —

110

DQVEFSIAMKL | KLKLQGY

Mode 4.
84 90 95 10

PSALPPVMK

—

110

DQVEFSIAMKL | KLKLQGY

PSALPPVMK

Model 5.
EN/\— N7 <~
84 9 95 100 110

DQVEFSIAMKL | KLKLQGY

Model 6.
84 9 95 10

PSALPPVMK

—ala

110

DQVEFSIAMKL | KLKLQGY

PSALPPVMK

Model 7.
84 9 95 10

110

DQVEFSIAMKL | KLKLQGY

PSALPPVMK

HR3646E_NMR_em bcr3 11 model secs.ps

** Selected residues only
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HR3646E_ NMR_em bcr3 (20 models)**

Model 8.
——SENZNZN /&

24 30 35 40

TRANY T aAen——1

48 55 60 65 70 75 80

TWA | TVEERAKHDQQFHSLKP

Model 9.
24 30 35 40

FITGDQARNFFFQSGLPQPVLAQIWALADMNNDGR

—AAY A A —

48 55 60 65 70 75 80

TWA | TVEERAKHDQQFHSLKP

Model 10.
24 30 35 40

FITGDQARNFFFQSGLPQPVLAQIWALADMNNDGR

P\ I\ N\

48 55 60 65 70 75 80

TWA | TVEERAKHDQQFHSLKP
Model 11.

24 30 35 40

FITGDQARNFFFQSGLPQPVLAQIWALADMNNDGR

48 55 60 65 70 75 80

TWA | TVEERAKHDQQFHSLKP
Model 12.

24 30 35 40

FITGDQARNFFFQSGLPQPVLAQIWALADMNNDGR

48 55 60 65 70 75 80

TWA | TVEERAKHDQQFHSLKP
Model 13.

24 30 35 40

FITGDQARNFFFQSGLPQPVLAQIWALADMNNDGR

48 55 60 65 70 75 80

TWA | TVEERAKHDQQFHSLKP
Model 14.

24 30 35 40

FITGDQARNFFFQSGLPQPVLAQIWALADMNNDGR

TRAAY A1

48 55 60 65 70 75 80

TWA | TVEERAKHDQQFHSLKP

FITGDQARNFFFQSGLPQPVLAQIWALADMNNDGR

HR3646E_NMR_em bcr3 11 model secs.ps

** Selected residues only
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Model secondary structures
HR3646E_ NMR_em bcr3 (20 models)**

Model 8.

TAVAVAVAY —  — =

84 9 95 100

110

DQVEFSIAMKL | KLKLQGY

Model 9.
84 9 95 10

PSALPPVMK

2 ImT s\

110

DQVEFSIAMKL | KLKLQGY

Model 10.
84 9 95 10

PSALPPVMK

L mE_ 2N

110

DQVEFSIAMKL | KLKLQGY

PSALPPVMK

-

Model 11.
84 90 95 100

110

DQVEFSIAMKL | KLKLQGY

Model 12.
84 90 95 10

PSALPPVMK

110

DQVEFSIAMKL | KLKLQGY

PSALPPVMK

Model 13.
84 9 95 100

<

110

DQVEFSIAMKL | KLKLQGY

PSALPPVMK

Model 14.
AYAYAYA Y N
84 90 95 100 110

DQVEFSIAMKL | KLKLQGY

PSALPPVMK

HR3646E_NMR_em bcr3 11 model secs.ps

** Selected residues only
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Model secondary structures
HR3646E_ NMR_em bcr3 (20 models)**

Model 15.
NN ==

24 30 35 40

TN A ——

48 55 60 65 70 75 80

TWA | TVEERAKHDQQFHSLKP
Model 16.

24 30 35 40

FITGDQARNFFFQSGLPQPVLAQIWALADMNNDGR

48 55 60 65 70 75 80

TWA | TVEERAKHDQQFHSLKP
Model 17.

24 30 35 40

FITGDQARNFFFQSGLPQPVLAQIWALADMNNDGR

TRAAY - AVAe 1

48 55 60 65 70 75 80

TWA | TVEERAKHDQQFHSLKP
Model 18.

24 30 35 40

FITGDQARNFFFQSGLPQPVLAQIWALADMNNDGR

48 55 60 65 70 75 80

TWA | TVEERAKHDQQFHSLKP
Model 19.

24 30 35 40

FITGDQARNFFFQSGLPQPVLAQIWALADMNNDGR

AR A

48 55 60 65 70 75 80

TWA | TVEERAKHDQQFHSLKP
Model 20.

24 30 35 40

FITGDQARNFFFQSGLPQPVLAQIWALADMNNDGR

RN A1

48 55 60 65 70 75 80

TWA | TVEERAKHDQQFHSLKP

FITGDQARNFFFQSGLPQPVLAQIWALADMNNDGR

HR3646E_NMR_em bcr3 11 model secs.ps

** Selected residues only
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Model secondary structures
HR3646E_ NMR_em bcr3 (20 models)**

Model 15.
ENANAN/NE <~
84 9 95 100 110

DQVEFSIAMKL | KLKLQGY

Model 16.
84 9 95 10

PSALPPVMK

—HE AN

110

DQVEFSIAMKL | KLKLQGY

PSALPPVMK

Model 17.
TAYAYA N
84 90 95 10 110

DQVEFSIAMKL | KLKLQGY

Model 18.
84 90 95 10

PSALPPVMK

:I_@:

110

DQVEFSIAMKL | KLKLQGY

Model 19.
84 9 95 10

PSALPPVMK

LB PN

110

DQVEFSIAMKL | KLKLQGY

Model 20.
84 9 95 10

PSALPPVMK

— HE | 2N

110

DQVEFSIAMKL | KLKLQGY

PSALPPVMK

HR3646E_NMR_em bcr3 11 model secs.ps

** Selected residues only



