HR3646E_NMR_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions HR3646E_NMR_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

2 4 6 8 A TRP 25 cv 0.020 A ILE 27 cv 0.079 A GLU 30 cv 0.296 A GLU 31 cv 0.254

2 4 6 8 A ARG 32 cv 0.593 A LYS 34 cv 0.616 A HIS 35 cv 0.604 A ASP 36 cv 0.643

2 4 6 8 A GLN 37 cv 0.408 A GLN 38 cv 0.811 A PHE 39 cv 0.494 A HIS 40 cv 0.376

2 4 6 8 A LEU 42 cv 0.370 A LYS 43 cv 0.646 A PHE 48 cv 0.750 A ILE 49 cv 0.634

2 4 6 8 A ASP 52 cv 0.471 A GLN 53 cv 0.821 A ARG 55 cv 0.329 A ASN 56 cv 0.641

2 4 6 8 A PHE 57 cv 0.795 A PHE 58 cv 0.285 A PHE 59 cv 0.095 A GLN 60 cv 0.664

2 4 6 8 A LEU 63 cv 0.001 A GLN 65 cv 0.412 A LEU 68 cv 0.053 A GLN 70 cv 0.312

2 4 6 8 A ILE 71 cv 0.062 A TRP 72 cv 0.001 A LEU 74 cv 0.116 A ASP 76 cv 0.224

2 4 6 8 A MET 77 cv 0.130 A ASN 78 cv 0.436 A ASN 79 cv 0.168 A ASP 80 cv 0.453

0 60 120 180 240 300 0 2 4 6 8 A ARG 82 cv 0.391

0 60 120 180 240 300

A ASP 84 cv 0.414

0 60 120 180 240 300

A GLN 85 cv 0.613

0 60 120 180 240 300 360

A GLU 87 cv 0.350

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

HR3646E_NMR_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions HR3646E_NMR_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 2

PROCHECK-NMR

2 4 6 8 A PHE 88 cv 0.189 A ILE 90 cv 0.002 A MET 92 cv 0.830 A LYS 93 cv 0.612

2 4 6 8 A LEU 94 cv 0.001 A ILE 95 cv 0.556 A LYS 96 cv 0.492 A LEU 97 cv 0.437

2 4 6 8 A LYS 98 cv 0.452 A LEU 99 cv 0.001 A GLN 100 cv 0.909 A TYR 102 cv 0.753

2 4 6 8 A LEU 108 cv 0.578

0 60 120 180 240 300

A MET 112 cv 0.227

0 60 120 180 240 300 360

A LYS 113 cv 0.247

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried