HR3102A_R3_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions HR3102A_R3_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

5 10 15 20 A ASN 12 cv 0.128 A GLU 13 cv 0.001 A GLU 14 cv 0.267 A ARG 16 cv 0.016

5 10 15 20 A LEU 17 cv 0.000 A ASP 18 cv 0.000 A ILE 19 cv 0.082 A LEU 20 cv 0.188

5 10 15 20 A LYS 21 cv 0.000 A ILE 22 cv 0.000 A HIS 23 cv 0.082 A ARG 25 cv 0.001

5 10 15 20 A LYS 26 cv 0.070 A MET 27 cv 0.074 A ASN 28 cv 0.081 A LEU 29 cv 0.493

5 10 15 20 A ILE 33 cv 0.001 A ASN 34 cv 0.019 A LEU 35 cv 0.000 A ARG 36 cv 0.069

5 10 15 20 A LYS 37 cv 0.070 A ILE 38 cv 0.328 A GLU 40 cv 0.000 A LEU 41 cv 0.000

5 10 15 20 A MET 42 cv 0.002 A GLU 49 cv 0.303 A LYS 51 cv 0.000 A GLU 56 cv 0.003

5 10 15 20 A MET 59 cv 0.161 A TYR 60 cv 0.125 A LEU 62 cv 0.000 A ARG 63 cv 0.241

5 10 15 20 A GLU 64 cv 0.463 A ARG 65 cv 0.001 A ARG 66 cv 0.003 A HIS 68 cv 0.017

0 60 120 180 240 300 0 5 10 15 20 A GLN 71 cv 0.002

0 60 120 180 240 300

A GLU 72 cv 0.001

0 60 120 180 240 300

A ASP 73 cv 0.021

0 60 120 180 240 300 360

A PHE 74 cv 0.202

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

HR3102A_R3_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions HR3102A_R3_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 2

PROCHECK-NMR

5 10 15 20 A GLU 75 cv 0.001 A MET 76 cv 0.067

0 60 120 180 240 300

A LYS 80 cv 0.141

0 60 120 180 240 300 360

A MET 82 cv 0.314

0 60 120 180 240 300 360 0 5 10 15 20 25 A GLN 83 _{cv 0.422}

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried