DRR147D_R3Cons_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions DRR147D_R3Cons_em_bcr3 (18 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

5 10 15 20 A ARG 7 cv 0.000 A ASP 8 cv 0.112 A ILE 12 cv 0.724 A LYS 14 cv 0.170

5 10 15 20 A GLU 17 cv 0.001 A GLN 18 cv 0.058 A LEU 19 cv 0.001 A TYR 20 cv 0.241

5 10 15 20 A TRP 23 cv 0.653 A GLU 63 cv 0.659 A GLU 65 cv 0.161 A LEU 66 cv 0.158

5 10 15 20 A ASP 69 cv 0.006 A GLU 70 cv 0.494 A LYS 73 cv 0.002 A ARG 74 cv 0.048

5 10 15 20 A ILE 75 cv 0.087 A TRP 77 cv 0.480 A ARG 78 cv 0.168 A GLU 90 cv 0.004

5 10 15 20 A LEU 92 cv 0.013 A PHE 93 cv 0.437 A ARG 94 cv 0.003 A ARG 100 cv 0.003

5 10 15 20 A GLU 103 cv 0.002 A ARG 107 cv 0.006 A LEU 108 cv 0.069 A TYR 110 cv 0.658

5 10 15 20 A ARG 111 cv 0.005 A ILE 121 cv 0.000 A ARG 123 cv 0.002 A MET 124 cv 0.006

5 10 15 20 A ASP 135 cv 0.104 A ASP 136 cv 0.174 A LEU 137 cv 0.002 A MET 138 cv 0.405

0 60 120 180 240 300 0 5 10 15 20 A ARG 139 cv 0.004

0 60 120 180 240 300

A PHE 140 cv 0.312

0 60 120 180 240 300

A LYS 141 cv 0.054

0 60 120 180 240 300 360

A ARG 142 cv 0.084

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

DRR147D_R3Cons_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions DRR147D_R3Cons_em_bcr3 (18 models)**

g- t g+ g- t g+ g- t g+

Page 2

PROCHECK-NMR

0 60 120 180 240 300 0 5 10 15 20 A GLU 143 cv 0.007

0 60 120 180 240 300

A GLN 144 cv 0.374

0 60 120 180 240 300

A GLU 145 cv 0.005

0 60 120 180 240 300 360

A LEU 146 cv 0.430

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried