DRR147D_NMR_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions DRR147D_NMR_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

3 6 9 12 A ARG 7 cv 0.433 A ASP 8 cv 0.605 A ILE 12 cv 0.650 A LYS 14 cv 0.407

3 6 9 12 A GLU 17 cv 0.294 A GLN 18 cv 0.860 A LEU 19 cv 0.002 A TYR 20 cv 0.523

3 6 9 12 A TRP 23 cv 0.713 A GLU 63 cv 0.945 A GLU 65 cv 0.411 A LEU 66 cv 0.392

3 6 9 12 A ASP 69 cv 0.696 A GLU 70 cv 0.441 A LYS 73 cv 0.406 A ARG 74 cv 0.053

3 6 9 12 A ILE 75 cv 0.500 A TRP 77 cv 0.781 A ARG 78 cv 0.673 A GLU 90 cv 0.264

3 6 9 12 A LEU 92 cv 0.413 A PHE 93 cv 0.262 A ARG 94 cv 0.265 A ARG 100 cv 0.714

3 6 9 12 A GLU 103 cv 0.007 A ARG 107 cv 0.367 A LEU 108 cv 0.658 A TYR 110 cv 0.383

3 6 9 12 A ARG 111 cv 0.074 A ILE 121 cv 0.571 A ARG 123 cv 0.301 A MET 124 cv 0.333

3 6 9 12 A ASP 135 cv 0.736 A ASP 136 cv 0.214 A LEU 137 cv 0.103 A MET 138 cv 0.915

0 60 120 180 240 300 0 3 6 9 12 A ARG 139 cv 0.353

0 60 120 180 240 300

A PHE 140 cv 0.285

0 60 120 180 240 300

A LYS 141 cv 0.333

0 60 120 180 240 300 360

A ARG 142 cv 0.657

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

DRR147D_NMR_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions DRR147D_NMR_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+

Page 2

PROCHECK-NMR

0 60 120 180 240 300 0 3 6 9 12 A GLU 143 cv 0.484

0 60 120 180 240 300

A GLN 144 cv 0.722

0 60 120 180 240 300

A GLU 145 cv 0.072

0 60 120 180 240 300 360

A LEU 146 cv 0.606

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried