DHR8C_NMR_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions DHR8C_NMR_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

3 6 9 12 M GLN 5 cv 0.126 M PHE 6 cv 0.616 M LEU 7 cv 0.000 M LEU 9 cv 0.001

3 6 9 12 M LYS 14 cv 0.145 M GLN 16 cv 0.259 M PHE 18 cv 0.394 M ASP 19 cv 0.684

3 6 9 12 M LYS 21 cv 0.234 M GLU 22 cv 0.231 M ILE 23 cv 0.210 M LEU 24 cv 0.002

3 6 9 12 M LEU 25 cv 0.001 M GLU 26 cv 0.251 M LEU 32 cv 0.001 M ILE 34 cv 0.406

3 6 9 12 M LYS 35 cv 0.117 M GLU 37 cv 0.412 M LYS 38 cv 0.459 M LEU 39 cv 0.002

3 6 9 12 M GLN 50 cv 0.073 M GLU 52 cv 0.271 M GLU 54 cv 0.388 M LEU 56 cv 0.344

3 6 9 12 M ILE 57 cv 0.001 M ASP 58 cv 0.382 M LEU 60 cv 0.278 M TYR 62 cv 0.087

3 6 9 12 M ARG 85 cv 0.014 M GLN 86 cv 0.068 M PHE 87 cv 0.733 M LEU 88 cv 0.001

3 6 9 12 M LEU 90 cv 0.043 M LYS 95 cv 0.079 M GLN 97 cv 0.245 M PHE 99 cv 0.294

0 60 120 180 240 300 0 3 6 9 12 M ASP 100 cv 0.850

0 60 120 180 240 300

M LYS 102 cv 0.200

0 60 120 180 240 300

M GLU 103 cv 0.394

0 60 120 180 240 300 360

M ILE 104 cv 0.146

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

DHR8C_NMR_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions DHR8C_NMR_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 2

PROCHECK-NMR

3 6 9 12 M LEU 105 cv 0.001 M LEU 106 cv 0.083 M GLU 107 cv 0.264 M LEU 113 cv 0.188

3 6 9 12 M ILE 115 cv 0.435 M LYS 116 cv 0.201 M GLU 118 cv 0.631 M LYS 119 cv 0.365

3 6 9 12 M LEU 120 cv 0.003 M GLN 131 cv 0.067 M GLU 133 cv 0.240 M GLU 135 cv 0.196

3 6 9 12 M LEU 137 cv 0.441 M ILE 138 cv 0.001 M ASP 139 cv 0.726

0 60 120 180 240 300 360

M LEU 141 cv 0.532

0 60 120 180 240 300 360 0 3 6 9 12 15 M TYR 143 _{cv 0.250}

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried