DHR29B_R3Cons_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions DHR29B_R3Cons_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

4 8 12 16 A LEU 11 cv 0.259 A LEU 13 cv 0.000 A LEU 15 cv 0.043 A ILE 16 cv 0.000

4 8 12 16 A MET 25 cv 0.001 A ILE 26 cv 0.000 A MET 27 cv 0.512 A LYS 29 cv 0.000

4 8 12 16 A LEU 30 cv 0.142 A ARG 34 cv 0.004 A LYS 36 cv 0.006 A GLU 38 cv 0.001

4 8 12 16 A TYR 40 cv 0.826 A ASN 41 cv 0.515 A ASN 45 cv 0.056 A ASN 47 cv 0.000

4 8 12 16 A GLU 48 cv 0.293 A LEU 49 cv 0.000 A PHE 50 cv 0.001 A TYR 52 cv 0.200

4 8 12 16 A ASP 54 cv 0.036 A LEU 55 cv 0.547 A GLU 59 cv 0.001 A GLU 62 cv 0.001

4 8 12 16 A HIS 63 cv 0.101 A ASP 64 cv 0.000 A TYR 65 cv 0.001 A GLU 66 cv 0.000

4 8 12 16 A LYS 68 cv 0.001 A GLU 70 cv 0.065 A ILE 72 cv 0.043 A ILE 75 cv 0.534

4 8 12 16 A LYS 76 cv 0.000 A ILE 77 cv 0.001 A GLU 79 cv 0.074 A ILE 80 cv 0.045

0 60 120 180 240 300 0 4 8 12 16 A ARG 83 cv 0.001

0 60 120 180 240 300

A LEU 87 cv 0.000

0 60 120 180 240 300

A GLN 88 cv 0.000

0 60 120 180 240 300 360

A LEU 89 cv 0.001

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

DHR29B_R3Cons_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions DHR29B_R3Cons_em_bcr3 (20 models)**

g- t g+

Page 2

PROCHECK-NMR

0 60 120 180 240 300 0 4 8 12 16 A GLU 90 cv 0.130

0 60 120 180 240 300 360

A HIS 91 cv 0.257

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried