PROCHECK-NMR

Model secondary structures

Page 1

CTR107 NMR_em bcr3 (20 models)**

Model 1.

S i NNN R Sy m—)
8 15 20 25 35 40 50 55 60

—

VCELKELAPVPALLIRTQTA

Model 2.

A

8 15 20 25

LGSLFEAGYH

LN

35 40

QLLAGQGKSPSGPPFARYF

NN\~ )

50 55 60

TFEVE

g

VCELKELAPVPALLIRTQTA

Model 3.

A

8 15 20 25

LGSLFEAGYH

SO

35 40

QLLAGQGKSPSGPPFARYF

G e

50 55 60

TFEVE

=

VCELKELAPVPALLIRTQTA

Model 4.
o) m— = —
8 15 20 25

LGSLFEAGYH

N

35 40

QLLAGQGKSPSGPPFARYF

S =

50 55 60

TFEVE

g

VCELKELAPVPALLIRTQTA

Model 5.
o) m— - ) — )=
8 15 20 25

LGSLFEAGYH

ARy

35 40

QLLAGQGKSPSGPPFARYF

NN\ )

50 55 60

TFEVE

g =

VCELKELAPVPALLIRTQTA

Model 6.

A

8 15 20 25

LGSLFEAGYH

N

35 40

QLLAGQGKSPSGPPFARYF

A el

50 55 60

TFEVE

i

VCELKELAPVPALLIRTQTA

Model 7.

A

8 15 20 25

LGSLFEAGYH

N2\2\7%

35 40

QLLAGQGKSPSGPPFARYF

B R —

50 55 60

TFEVE

pm—

VCELKELAPVPALLIRTQTA

LGSLFEAGYH

QLLAGQGKSPSGPPFARYF

TFEVE

CTR107_NMR_em_bcr3 11 modelsecs.ps

** Selected residues only




PROCHECK-NMR
Page 2

Model secondary structures
CTR107 NMR_em bcr3 (20 models)**

Model 1.

73 95 100 105 115 120 125

F FPVE VEG VVTGLTPSGKAASSLYIGPY |EAVYDALMKWVDDNGFD EAYE
Model 2.

73 95 100 105 115 120 12

F FPVE VEG VVTGLTPSGKAASSLYIGPY |EAVYDALMKWVDDNGFD EAYE
Model 3.

73 9% 100 105 115 120 12

F FPVE VEG VVTGLTPSGKAASSLYIGPY |EAVYDALMKWVDDNGFD EAYE
Model 4.

73 9% 100 105 115 120 12

F FPVE VEG VVTGLTPSGKAASSLYIGPY |EAVYDALMKWVDDNGFD EAYE
Model 5.

73 9% 100 105 115 120 12

F FPVE VEG VVTGLTPSGKAASSLYIGPY |EAVYDALMKWVDDNGFD EAYE
Model 6.

73 9% 100 105 115 12 125

F FPVE VEG VVTGLTPSGKAASSLYIGPY |EAVYDALMKWVDDNGFD EAYE
Model 7.

73 9% 100 105 115 120 12

F FPVE VEG VVTGLTPSGKAASSLYIGPY |EAVYDALMKWVDDNGFD EAYE

CTR107_NMR_em_bcr3 11 modelsecs.ps ** Selected residues only



PROCHECK-NMR

Page 3

Model secondary structures

CTR107 NMR_em bcr3 (20 models)**

Mode 1.
134 150
I NPA QLRTRVSL
Mode 2.
134 150
I NPA QLRTRVSL
Mode 3.
134 150
I NPA QLRTRVSL
Mode 4.
134 150
I NPA QLRTRVSL
Model 5.
134 150
I NPA QLRTRVSL
Model 6.
134 150
I NPA QLRTRVSL
Model 7.
134 150
I NPA QLRTRVSL

CTR107_NMR_em_bcr3_11 modelsecs.ps

** Selected residues only




PROCHECK-NMR

Model secondary structures

Page 4

CTR107 NMR_em bcr3 (20 models)**

Model 8.

8 15 20 25 35 40 50 55 60

g

VCELKELAPVPALLIRTQTA

Model 9.

8 15 20 25

LGSLFEAGYH

N2\ 2\ 7%

35 40

QLLAGQGKSPSGPPFARYF

50 55 60

TFEVE

g

VCELKELAPVPALLIRTQTA

Model 10.
8 15 20 25

LGSLFEAGYH

NZ\Z\’%

35 40

QLLAGQGKSPSGPPFARYF

O

50 55 60

TFEVE

g

VCELKELAPVPALLIRTQTA

Model 11.
8 15 20 25

LGSLFEAGYH

I

35 40

QLLAGQGKSPSGPPFARYF

NN\ )

50 55 60

TFEVE

i

VCELKELAPVPALLIRTQTA

Model 12.

8 15 20 25

LGSLFEAGYH

N2\2\ 7%

35 40

QLLAGQGKSPSGPPFARYF

D

50 55 60

TFEVE

g

VCELKELAPVPALLIRTQTA

Model 13.

8 15 20 25

LGSLFEAGYH

NN\

35 40

QLLAGQGKSPSGPPFARYF

N/NCes S

50 55 60

TFEVE

g

VCELKELAPVPALLIRTQTA

Model 14.

8 15 20 25

LGSLFEAGYH

NZ\2\7Y

35 40

QLLAGQGKSPSGPPFARYF

S\ — )

50 55 60

TFEVE

—

VCELKELAPVPALLIRTQTA

LGSLFEAGYH

QLLAGQGKSPSGPPFARYF

TFEVE

CTR107_NMR_em_bcr3_11 modelsecs.ps

** Selected residues only




PROCHECK-NMR

Model 8.

A=

Model secondary structures
CTR107 NMR_em bcr3 (20 models)**

—) ~p B—)

95 100 105

Page 5

115 120 125

F FPVE VEG

Model 9.

o=

VVTGLTPSGKAASSLY IGPY

95 100 105

| EAVYDALMKWVDDNGFD EAYE

AN —

1 120 125

F FPVE VEG

Model 10.

P LT =
73

VVTGLTPSGKAASSLY IGPY

e

95 100 105

| EAVYDALMKWVDDNGFD EAYE

AR

115 120 12

F FPVE VEG

Model 11.

-

VVTGLTPSGKAASSLY IGPY

— — Em—

9% 100 105

| EAVYDALMKWVDDNGFD EAYE

S =

115 120 12

F FPVE VEG

Model 12.

P L =
73

VVTGLTPSGKAASSLY IGPY

R

95 100 105

| EAVYDALMKWVDDNGFD EAYE

SR

115 120 12

F FPVE VEG

Model 13.

-

VVTGLTPSGKAASSLY IGPY

) B—

9% 100 105

| EAVYDALMKWVDDNGFD EAYE

A =~

115 120 12

F FPVE VEG

Model 14.

L~

VVTGLTPSGKAASSLY IGPY

) S—

9% 100 105

| EAVYDALMKWVDDNGFD EAYE

AR o

115 120 12

F FPVE VEG

VVTGLTPSGKAASSLY IGPY

| EAVYDALMKWVDDNGFD EAYE

CTR107_NMR_em_bcr3 11 modelsecs.ps

** Selected residues only




PROCHECK-NMR
Page 6

Model secondary structures
CTR107 NMR_em bcr3 (20 models)**

Model 8.
1E4 150

I NPA QLRTRVSL
Model 9.
1E4 150

I NPA QLRTRVSL
Model 10.
1E4 150

I NPA QLRTRVSL
Model 11.
1E4 150

I NPA QLRTRVSL
Model 12.

1E4 150

I NPA QLRTRVSL
Model 13.

1E4 150

I NPA QLRTRVSL
Model 14.

1E4 150

n

NPA QLRTRVSL

CTR107_NMR_em _bcr3 11 modelsecs.ps ** Selected residues only



PROCHECK-NMR

Model secondary structures

Page 7

CTR107 NMR_em bcr3 (20 models)**

Model 15.
8 15 20 25

NZ\/Z\7%

35 40

T

50 55 60

—

VCELKELAPVPALLIRTQTA

Model 16.

8 15 20 25

LGSLFEAGYH

I

35 40

QLLAGQGKSPSGPPFARYF

T —

50 55 60

TFEVE

g

VCELKELAPVPALLIRTQTA

Model 17.

8 15 20 25

LGSLFEAGYH

N

35 40

QLLAGQGKSPSGPPFARYF

T el

50 55 60

TFEVE

g

VCELKELAPVPALLIRTQTA

Model 18.
8 15 20 25

LGSLFEAGYH

g

35 40

QLLAGQGKSPSGPPFARYF

S/\Ven = mmm)

50 55 60

TFEVE

g

VCELKELAPVPALLIRTQTA

Model 19.

8 15 20 25

LGSLFEAGYH

ING

35 40

QLLAGQGKSPSGPPFARYF

A

50 55 60

TFEVE

g

VCELKELAPVPALLIRTQTA

Model 20.

8 15 20 25

LGSLFEAGYH

N2\ 2\7%

35 40

QLLAGQGKSPSGPPFARYF

S el

50 55 60

TFEVE

el

VCELKELAPVPALLIRTQTA

LGSLFEAGYH

QLLAGQGKSPSGPPFARYF

TFEVE

CTR107_NMR_em_bcr3_11 modelsecs.ps

** Selected residues only




PROCHECK-NMR

Model secondary structures

Page 8

CTR107 NMR_em bcr3 (20 models)**

Model 15.

73 105 115 120 125

F FPVE VEG VVTGLTPSGKAASSLYIGPY |EAVYDALMKWVDDNGFD EAYE
Model 16.

73 95 100 105 115 120 125

F FPVE VEG VVTGLTPSGKAASSLYIGPY |EAVYDALMKWVDDNGFD EAYE
Model 17.

73 9% 100 105 115 120 125

F FPVE VEG VVTGLTPSGKAASSLYIGPY |EAVYDALMKWVDDNGFD EAYE
Model 18.

73 9% 100 105 115 120 125

F FPVE VEG VVTGLTPSGKAASSLYIGPY |EAVYDALMKWVDDNGFD EAYE
Model 19.

73 9% 100 105 115 120 125

F FPVE VEG VVTGLTPSGKAASSLYIGPY |EAVYDALMKWVDDNGFD EAYE
Model 20.

73 9% 100 105 115 120 125

F FPVE VEG VVTGLTPSGKAASSLYIGPY |EAVYDALMKWVDDNGFD EAYE

CTR107_NMR_em_bcr3 11 modelsecs.ps

** Selected residues only




PROCHECK-NMR

Page 9

Model secondary structures
CTR107 NMR_em bcr3 (20 models)**

Model 15.

i

150

NPA

Model 16.

QLRTRVSL

150

NPA

Model 17.

134
i

QLRTRVSL

iF =

150
NPA QLRTRVSL
Model 18.
134 150
I NPA QLRTRVSL
Model 19.
134 150
I NPA QLRTRVSL
Model 20.
134 150
I NPA QLRTRVSL

CTR107_NMR_em_bcr3_11 modelsecs.ps

** Selected residues only




