CTR107_NMR_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions CTR107_NMR_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

2 4 6 8 A GLU 10 cv 0.286 A LEU 11 cv 0.633 A LYS 12 cv 0.648 A GLU 13 cv 0.505

2 4 6 8 A LEU 14 cv 0.783 A LEU 20 cv 0.712 A LEU 21 cv 0.860 A ILE 22 cv 0.837

2 4 6 8 A ARG 23 cv 0.229 A GLN 25 cv 0.519 A LEU 31 cv 0.942 A LEU 34 cv 0.894

2 4 6 8 A PHE 35 cv 0.452 A GLU 36 cv 0.734 A TYR 39 cv 0.463 A HIS 40 cv 0.686

2 4 6 8 A GLN 44 cv 0.773 A LEU 45 cv 0.601 A LEU 46 cv 0.684 A GLN 49 cv 0.315

2 4 6 8 A LYS 51 cv 0.262 A PHE 58 cv 0.290 A ARG 60 cv 0.205 A TYR 61 cv 0.811

2 4 6 8 A PHE 62 cv 0.394 A PHE 69 cv 0.752 A GLU 70 cv 0.377 A GLU 72 cv 0.313

2 4 6 8 A PHE 73 cv 0.800 A PHE 75 cv 0.593 A GLU 78 cv 0.882 A GLU 82 cv 0.630

2 4 6 8 A LEU 91 cv 0.602 A LYS 96 cv 0.848 A LEU 101 cv 0.399 A TYR 102 cv 0.564

0 60 120 180 240 300 0 2 4 6 8 A ILE 103 cv 0.818

0 60 120 180 240 300

A TYR 106 cv 0.672

0 60 120 180 240 300

A ILE 109 cv 0.545

0 60 120 180 240 300 360

A GLU 110 cv 0.463

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

CTR107_NMR_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions CTR107_NMR_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 2

PROCHECK-NMR

2 4 6 8 A TYR 113 cv 0.656 A ASP 114 cv 0.784 A LEU 116 cv 0.658 A MET 117 cv 0.486

2 4 6 8 A LYS 118 cv 0.599 A TRP 119 cv 0.323 A ASP 121 cv 0.303 A ASP 122 cv 0.116

2 4 6 8 A ASN 123 cv 0.212 A PHE 125 cv 0.631 A ASP 126 cv 0.525 A GLU 130 cv 0.527

2 4 6 8 A TYR 132 cv 0.815 A GLU 133 cv 0.318 A ILE 134 cv 0.318 A ASN 138 cv 0.652

2 4 6 8 A GLN 146 cv 0.273 A LEU 147 cv 0.631 A ARG 148 cv 0.289

0 60 120 180 240 300 360

A ARG 150 cv 0.144

0 60 120 180 240 300 360 0 2 4 6 8 10 A LEU 153 _{cv 0.825}

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried