PROCHECK-NMR

Model secondary structures
CCR55 R3 em bcr3 (20 models)**

Mode 1.

) 2\ /NN BEV/ANVER | /\ /17N s B )
3 10 15 20 30 45 56
LIYKILSRAEWDAAKAQGRF AVDLAD EQAQETAAKW LVLLAVE DLKWE
Mode 2.

A et NNNLD AN WRNACE [l 5
3 10 15 20 30 45 56
LIYKILSRAEWDAAKAQGRF AVDLAD EQAQETAAKW LVLLAVE DLKWE
Mode 3.

Y 5\ /NG BENVZ/ NV AN —
3 10 15 20 30 45 56
LIYKILSRAEWDAAKAQGRF AVDLAD EQAQETAAKW LVLLAVE DLKWE
Mode 4.

) 2\ /N /) BE /N, - <A\ /3 e B
3 10 15 20 30 45 56
LIYKILSRAEWDAAKAQGRF AVDLAD EQAQETAAKW LVLLAVE DLKWE
Model 5.

At NLY R AT ot
| | | | |
3 10 15 20 30 45 56
LIYKILSRAEWDAAKAQGRF AVDLAD EQAQETAAKW LVLLAVE DLKWE
Model 6.

) 2\ /N/NE) BEV/ANCER N\ \ /2 e B )
3 10 15 20 30 45 56
LIYKILSRAEWDAAKAQGRF AVDLAD EQAQETAAKW LVLLAVE DLKWE
Model 7.

A et NNNLE AN QRS o £
3 10 15 20 30 45 56
LIYKILSRAEWDAAKAQGRF AVDLAD EQAQETAAKW LVLLAVE DLKWE

Page 1

CCR55 R3 em bcr3 11 modelsecs.ps

** Selected residues only




PROCHECK-NMR

Model secondary structures

Page 2

CCR55 R3 em bcr3 (20 models)**

Model 1.

- n) o m

82 90 95

-

PHLYRPLLVSEVTRE

Model 2.

) g —m

82 90 95

LGDH

—

PHLYRPLLVSEVTRE

Model 3.

[ g o

82 90 95

LGDH

o

PHLYRPLLVSEVTRE

Model 4.

——n " —m

82 90 95

LGDH

N\

PHLYRPLLVSEVTRE

Model 5.

) 3 —m

82 90 95

LGDH

-

PHLYRPLLVSEVTRE

Model 6.

) —m

82 90 95

LGDH

N

PHLYRPLLVSEVTRE

Model 7.

e N

82 90 5

LGDH

R

PHLYRPLLVSEVTRE

LGDH

CCR55 R3 em bcr3 11 modelsecs.ps

** Selected residues only




PROCHECK-NMR

Model secondary structures
CCR55 R3 em bcr3 (20 models)**

Model 8.

3 10 15 20 30 45 56
LIYKILSRAEWDAAKAQGRF AVDLAD EQAQETAAKW LVLLAVE DLKWE
Model 9.

3 10 15 20 30 45 56
LIYKILSRAEWDAAKAQGRF AVDLAD EQAQETAAKW LVLLAVE DLKWE
Model 10.

3 10 15 20 30 45 56
LIYKILSRAEWDAAKAQGRF AVDLAD EQAQETAAKW LVLLAVE DLKWE
Model 11.

3 10 15 20 30 45 56
LIYKILSRAEWDAAKAQGRF AVDLAD EQAQETAAKW LVLLAVE DLKWE
Model 12.

3 10 15 20 30 45 56
LIYKILSRAEWDAAKAQGRF AVDLAD EQAQETAAKW LVLLAVE DLKWE
Model 13.

3 10 15 20 30 45 56
LIYKILSRAEWDAAKAQGRF AVDLAD EQAQETAAKW LVLLAVE DLKWE
Model 14.

3 10 15 20 30 45 56
LIYKILSRAEWDAAKAQGRF AVDLAD EQAQETAAKW LVLLAVE DLKWE

Page 3

CCR55 R3 em bcr3 11 modelsecs.ps

** Selected residues only




PROCHECK-NMR

Model secondary structures

Page 4

CCR55 R3 em bcr3 (20 models)**

Model 8.

o L

82 90 95

R

PHLYRPLLVSEVTRE

Model 9.

e N

82 90 95

LGDH

A\

PHLYRPLLVSEVTRE

Model 10.

) o —n

82 90 95

LGDH

-

PHLYRPLLVSEVTRE

Model 11.

) 3 —m

82 90 95

LGDH

i

PHLYRPLLVSEVTRE

Model 12.

L

82 90 95

LGDH

5&:

PHLYRPLLVSEVTRE

Model 13.

o

82 90 95

LGDH

%:

PHLYRPLLVSEVTRE

Model 14.

) & —n

82 90 95

LGDH

—

PHLYRPLLVSEVTRE

LGDH

CCR55 R3 em bcr3 11 modelsecs.ps

** Selected residues only




PROCHECK-NMR

Model secondary structures
CCR55 R3 em bcr3 (20 models)**

Model 15.

3 10 15 20 30 45 56
LIYKILSRAEWDAAKAQGRF AVDLAD EQAQETAAKW LVLLAVE DLKWE
Model 16.

3 10 15 20 30 45 56
LIYKILSRAEWDAAKAQGRF AVDLAD EQAQETAAKW LVLLAVE DLKWE
Model 17.

3 10 15 20 30 45 56
LIYKILSRAEWDAAKAQGRF AVDLAD EQAQETAAKW LVLLAVE DLKWE
Model 18.

3 10 15 20 30 45 56
LIYKILSRAEWDAAKAQGRF AVDLAD EQAQETAAKW LVLLAVE DLKWE
Model 19.

3 10 15 20 30 45 56
LIYKILSRAEWDAAKAQGRF AVDLAD EQAQETAAKW LVLLAVE DLKWE
Model 20.

3 10 15 20 30 45 56
LIYKILSRAEWDAAKAQGRF AVDLAD EQAQETAAKW LVLLAVE DLKWE

Page 5

CCR55 R3 em bcr3 11 modelsecs.ps

** Selected residues only




PROCHECK-NMR

Model secondary structures

Page 6

CCR55 R3 em bcr3 (20 models)**

Model 15.

= o

82 90 95

H}::::

PHLYRPLLVSEVTRE

Model 16.

e

82 90 95

LGDH

N

PHLYRPLLVSEVTRE

Model 17.

> —=

82 90 95

LGDH

H}::::

PHLYRPLLVSEVTRE

Model 18.

o e

82 90 95

LGDH

N

PHLYRPLLVSEVTRE

Model 19.

= R

82 90 95

LGDH

H}::::

PHLYRPLLVSEVTRE

Model 20.

e

82 90 95

LGDH

H}::::

PHLYRPLLVSEVTRE

LGDH

CCR55 R3 em bcr3 11 modelsecs.ps

** Selected residues only




