CCR55_R3Cons_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions CCR55_R3Cons_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

4 8 12 16 A LEU 3 cv 0.085 A ILE 4 cv 0.136 A TYR 5 cv 0.102 A LYS 6 cv 0.520

4 8 12 16 A ILE 7 cv 0.078 A LEU 8 cv 0.088 A ARG 10 cv 0.142 A GLU 12 cv 0.237

4 8 12 16 A TRP 13 cv 0.001 A ASP 14 cv 0.000 A LYS 17 cv 0.008 A GLN 19 cv 0.089

4 8 12 16 A ARG 21 cv 0.002 A PHE 22 cv 0.105 A ASP 28 cv 0.017 A LEU 29 cv 0.000

4 8 12 16 A ASP 31 cv 0.050 A GLU 40 cv 0.069 A GLN 41 cv 0.101 A GLN 43 cv 0.444

4 8 12 16 A GLU 44 cv 0.079 A LYS 48 cv 0.002 A TRP 49 cv 0.165 A LEU 56 cv 0.114

4 8 12 16 A LEU 58 cv 0.001 A LEU 59 cv 0.000 A GLU 62 cv 0.000 A ASP 69 cv 0.056

4 8 12 16 A LEU 70 cv 0.006 A LYS 71 cv 0.003 A TRP 72 cv 0.008 A GLU 73 cv 0.122

4 8 12 16 A ARG 80 cv 0.003 A PHE 81 cv 0.497 A HIS 83 cv 0.332 A LEU 84 cv 0.065

0 60 120 180 240 300 0 4 8 12 16 A TYR 85 cv 0.391

0 60 120 180 240 300

A ARG 86 cv 0.226

0 60 120 180 240 300

A LEU 88 cv 0.055

0 60 120 180 240 300 360

A LEU 89 cv 0.000

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

CCR55_R3Cons_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions CCR55_R3Cons_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 2

PROCHECK-NMR

4 8 12 16 A GLU 92 cv 0.527 A ARG 95 cv 0.318 A GLU 96 cv 0.050

0 60 120 180 240 300 360

A LEU 109 cv 0.012

0 60 120 180 240 300 0 4 8 12 16 A ASP 111 cv 0.052

0 60 120 180 240 300 360

A HIS 112 cv 0.451

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried