BER31_R3_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions BER31_R3_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

3 6 9 12 A TYR 21 cv 0.258 A ILE 22 cv 0.346 A GLU 23 cv 0.011 A ARG 28 cv 0.002

3 6 9 12 A PHE 29 cv 0.101 A HIS 31 cv 0.187 A ILE 33 cv 0.240 A PHE 35 cv 0.101

3 6 9 12 A TRP 44 cv 0.051 A GLN 47 cv 0.605 A ARG 48 cv 0.314 A ASP 51 cv 0.046

3 6 9 12 A ILE 52 cv 0.000 A LEU 56 cv 0.147 A LEU 57 cv 0.086 A GLN 58 cv 0.002

3 6 9 12 A GLN 59 cv 0.296 A LEU 63 cv 0.001 A GLU 90 cv 0.004 A LEU 92 cv 0.070

3 6 9 12 A LEU 93 cv 0.001 A GLN 100 cv 0.138 A HIS 101 cv 0.539 A LEU 102 cv 0.435

3 6 9 12 A LEU 103 cv 0.089 A GLU 106 cv 0.547 A GLN 107 cv 0.367 A ARG 109 cv 0.068

3 6 9 12 A LEU 111 cv 0.402 A LEU 112 cv 0.000 A MET 114 cv 0.408 A GLU 119 cv 0.131

3 6 9 12 A MET 121 cv 0.113 A ASP 122 cv 0.244 A GLN 124 cv 0.001 A ARG 128 cv 0.001

0 60 120 180 240 300 0 3 6 9 12 A TYR 130 cv 0.004

0 60 120 180 240 300

A ASN 131 cv 0.044

0 60 120 180 240 300

A ILE 132 cv 0.000

0 60 120 180 240 300 360

A LEU 133 cv 0.001

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

BER31_R3_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions BER31_R3_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 2

PROCHECK-NMR

3 6 9 12 A MET 134 cv 0.341 A GLU 136 cv 0.355 A ARG 138 cv 0.426 A ARG 139 cv 0.215

0 60 120 180 240 300 0 3 6 9 12 A LEU 144 cv 0.001

0 60 120 180 240 300 360

A LEU 145 cv 0.469

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried