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cv = Circular Variance (low values signify high clustering of the data points).
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Gf = Average G-factor for the residue (the higher the value the more favourable the conformations) based on analysis of high-res. Xstal structures
Data points coloured according to G-factor:

Unfavourable
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cv = Circular Variance (low values signify high clustering of the data points).
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Gf = Average G-factor for the residue (the higher the value the more favourable the conformations) based on analysis of high-res. Xstal structures
Data points coloured according to G-factor:

Unfavourable

Page 2

BER31 R3Cons em bcr3 09 enschlch2.ps

** Selected residues only




PROCHECK-NMR

Ensemble chil-chi2

plots

Page 3

BER31 R3Cons em bcr3 (20 models)**

0.216 0.320 0.178 0.224
AMET14  S0290% \ Gluise NORODE \ARG138  SUBO¥ ) Arg13e  YOO®
T T T T T T T
| | | | | | |
300'77‘7777[%77777777‘7777‘?7777777‘7777‘?7777777‘7777‘?77777
| | | | | |
2404 : | | : | | : | I : I
| | | | |
| 6k E) | | | 19
1804 - L - — - - L - B---@-+----- +———%—— —————— —————
) : ! [ : \1 | : [ [ : @E [
§120- | I I ‘ I I ‘ | | ‘ |
| | | | | | |
8> | | | | | | | | | | |
0.001 0.343
O ALEU144 20000 o puias  0EO®
T T T T
(q\| [ [ [ [
1 300'**‘****T***ﬂffffrfff‘r***ﬂ**
. — | | | |
6 2404 : | | : | |
| | | |
180+ - F---4--—-@ | - ---+8- -GG |
| | | |
1204 : | | : | |
| | | | | |
60"7T777L77747”7T777”’J”
| | | |
O ‘ | | ‘ | |

cv = Circular Variance (low values signify high clustering of the data points).
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Gf = Average G-factor for the residue (the higher the value the more favourable the conformations) based on analysis of high-res. Xstal structures
Data points coloured according to G-factor:
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