BER31_R3Cons_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions BER31_R3Cons_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 1

PROCHECK-NMR

5 10 15 20 A TYR 21 cv 0.401 A ILE 22 cv 0.284 A GLU 23 cv 0.006 A ARG 28 cv 0.002

5 10 15 20 A PHE 29 cv 0.001 A HIS 31 cv 0.170 A ILE 33 cv 0.000 A PHE 35 cv 0.000

5 10 15 20 A TRP 44 cv 0.015 A GLN 47 cv 0.448 A ARG 48 cv 0.140 A ASP 51 cv 0.046

5 10 15 20 A ILE 52 cv 0.000 A LEU 56 cv 0.000 A LEU 57 cv 0.000 A GLN 58 cv 0.001

5 10 15 20 A GLN 59 cv 0.268 A LEU 63 cv 0.069 A GLU 90 cv 0.007 A LEU 92 cv 0.044

5 10 15 20 A LEU 93 cv 0.000 A GLN 100 cv 0.001 A HIS 101 cv 0.882 A LEU 102 cv 0.309

5 10 15 20 A LEU 103 cv 0.001 A GLU 106 cv 0.546 A GLN 107 cv 0.057 A ARG 109 cv 0.001

5 10 15 20 A LEU 111 cv 0.001 A LEU 112 cv 0.000 A MET 114 cv 0.005 A GLU 119 cv 0.000

5 10 15 20 A MET 121 cv 0.005 A ASP 122 cv 0.256 A GLN 124 cv 0.214 A ARG 128 cv 0.070

0 60 120 180 240 300 0 5 10 15 20 A TYR 130 cv 0.002

0 60 120 180 240 300

A ASN 131 cv 0.001

0 60 120 180 240 300

A ILE 132 cv 0.000

0 60 120 180 240 300 360

A LEU 133 cv 0.077

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried

BER31_R3Cons_em_bcr3_07_ch2distrb.ps ** Selected residues only

Chi-2 frequency distributions BER31_R3Cons_em_bcr3 (20 models)**

g- t g+ g- t g+ g- t g+ g- t g+

Page 2

PROCHECK-NMR

5 10 15 20 A MET 134 cv 0.320 A GLU 136 cv 0.358 A ARG 138 cv 0.322 A ARG 139 cv 0.077

0 60 120 180 240 300 0 5 10 15 20 A LEU 144 cv 0.001

0 60 120 180 240 300 360

A LEU 145 cv 0.324

Chi-2 (degrees)

Frequency

cv = Circular Variance (low values signify high clustering of the data points). Accessible Buried