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** Selected residues only

¥ Accessible & Buried

Average G-factor for the residue (the higher the value the more favourable the conformations) based on analysis of high-res. Xstal structures
Unfavourable
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Circular Variance (low values signify high clustering of the data points).
ps

PROCHECK-NMR

LYS20

(@)
T T T wxv T T T *v T T T MU T T T *v T T T %
1 1 1 1 S =
IR 83 =] @8 RS ™
[ mF,m [ S [ f@, [ 2 [ @ | mz = [ i S [ @ [ o
| | s 35 | & | 25 | | 8 35 | | 35 | | S
=] = HeJ - ] EeE Ry N
[ | g B [ 8 ! &l m [ g2 [ [ _ [ a = [ o
R e ] L= =L 154 E=lF===4=LL4-4 o e e A \\f\\\@\\ﬁrL\lwo_
[ [ [ [ [ [ [ [ [ [ [ B = [ [ o
[ [ [ [ [ [ [ [ [ [ [ [ [ [ [ B
[ [ [ Q [ [ [ ] [ [ [ ) [ [ [ ) [ [ [
(@)
- — —gl— — — — - — = [ 2 == =le===k= % [ m.v = ===l === — |E=3
[ [ [ [ [ [ [ [ [ [ [ [ [ [ [
| | | o | | | o | | | Q | | | = | | |
” ” - ” - ” - ” |2 ” s
On o o o
#\\\4\\\4\\&m\\ﬁ\\\4\\\4\\wm\\#\\\4\\\4\\%M\\#\\\#\\\4\\wm\\ﬁ\\\4\m\\4\lm
B E | | 2q| @ | i &S | L - S5 g | | 33 T i m @ o
[ - [ l@l, 35 [ [ [ 30 | Hy r 30|m | gm [ | g 30 | | @ 5
[ B@ | | | [ 2 g I ®Hg [ [ [ [ [ [ o
F———+ - - - @8- Lo —a L F—F—— —B— — — 4 — R - e ET =tk ===drp==d=g]
[ [ [ [ [ [ [ [ [ [ [ [ [ [ [
[ [ [ [ [ [ [ [ [ [ [ [ [ [ [ .m
[ [ [ N [ [ [ o [ [ [ g [ [ [ s [ [ [
- | e == 3 [ z === =l=== =1 — || - - — g - -3
[ [ [ > [ [ [ = [ [ [ [ [ [ m [ [ [
| | | = | | | T | | | < | | | - | | | o
| | e | A | - | C |2 | |
Om (] | ®n (Wl o
@\\E\\\J\\mﬂ\\ﬂ\\\A\\\J\\5%\\7\\\4\\\4\\%ﬂwwn\\\A\\\J\\mm\\ﬂ\\\AW\\J\\%
'a 'm [ 2o 'm [ [ mo._ - [ [ 2 [ = [ D T [ [ o
| | , S , , | > 5 , 25 | =] | 30 5] LS
| | | 8 | EN ‘ 1o lﬂ | n.% @ | | l“@ @ o
A ey - - I e S s et et A N S A
[ [ [ [ [ [ [ [ [ [ [ [ [ [ [ .m
[ [ [ © [ [ [ Q [ [ [ IS [ [ [ Q [ [ [
N ™
- — % —— | - —— - ————| 3 - - | o -8 | > - g I8
[ [ [ I [ [ [ w [ [ [ @ [ [ [ p [ [ [
| | | o | | | = | | | < | | | © | | | o
I I I *v I I I m@ I I I m@ I I I w@ I I I
[ [ [ om [ [ [ an [ [ [ o [ [ [ an [ ,m@ [ S
T T T T T T T T S S e Bt | i = A S T T T TEE T 1 ]
[ _m_ﬂ [ mmmm [ [ ' m mm ,I [ [ mm |® =, , mm " [ [ M
[ I - [ 36 ) U [ [ 35 [ [ [ 306 [} [ = 36 [ [ N
[ [ a8 [ " | =8 | &3 [ [ B | I
Q
T!\\ﬁ\\\L\\ -+ B -+ - — — 4 — E=lF===d4===<=+ \\T\Il\@\\mﬁ\\ e e e
[ [ [ [ [ [ [ [ [ [ [ [ [
[ [ [ [ [ [ [ [ [ [ [ [ [ .m
[ [ S [ [ [ o [ [ 3 [ [ [ 3 [ [ [
—==dpE===k= z ===k = H - B-m---| z l= == =l= = = = — | I l—— ———m - (3
[ [ o o [ [ [ o [ [ [
| | < - o | | | - | | |
O
2 2 o o S 2 8 9 g S 9 8 8§ g o
8 8§ § o 8 & 8§ § © ® & ¥ § ©

ov
Gf

Data points coloured according to G-factor:

Zdom1 09 enschlch2.
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cv = Circular Variance (low vaues signify high clustering of the data points). # Accessible & Buried

Gf = Average G-factor for the residue (the higher the value the more favourable the conformations) based on analysis of high-res. Xstal structures
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